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<210> I 
<211> 11 
<212> PRT 

<213> Artificial Sequence 



<223> Description of Artificial Sequence: Synthetic 
peptide 

<400> 1 

Phe Fhe Lys Lys Ala Ala His VaJ Gly Lys HiS 
1 5 10 



<:210> 2 
<Z11> 32 
<212> DNA 

<213> Artificial Sequence 

<2ao> ^ ^ . 

<223> Description of ArtificiaX Sequence: Synthetxc 
primer 

<400> 2 

tccrtcaaga aggcygcyca ygtsggma.ig ca 



<210> 3 
<211> 11 
<212> PRT 

<213> Artificial Sequence 

<220> ^ . 

<aa3> Description of Artificial Sequence: Synthetic 

peptide 
<400> 3 
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His Val Gly Lys Ala Ala Leu Thi His Tyr Leo 
1 5 10 



<210> 4 
<211> 32 
<212> DNA 

<213> Artificial Sequence 
<220> 

<222> Description of Artificial Sequence: Synthetic 
primer 

<400> 4 

caygrsggma aggcygcyct saahcaytac ct -^2 

<210> 5 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
primer 

<400> 5 

gcccactttg tatccgcaag 

<210> 6 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
primer 

<40o> e 

ctgaaggctc cttcaaggcg 

<210> 1 
<211>.7 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial. Sequence: Synthetic 
peptide 

<400> 7 

Met Lys Phe Thr Ala Tnr Phe 
1 5 



<210>a 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> Description of Artificial Sequence: Synthetic 
primer 

<400> 8 

atgaagttca ctgccacctt c 



<210> 9 
<211> 6 
<212> PRT 

<213;> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 

«100> 9 

Lys Arg Ala Val Asp Glu 
1 5 



<210> 10 
<211> 17 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
primer 

<400> 10 

tcatcgactg cgcgctt 



<210> 11 
<211> 7 
<2XZ> PRT 

<213> Pleuronectes americanus 
<400> li 

Lys Gly Arg Trp Leu Glu Arg 
1 5 



<210> 12 
<21X> 21 
<212> DNA 

<213> Pleuronectes americanus 
<400> 12 

aagggcaggt ggttggaaag g 



<210> 13 
<211> 6' 
<212> PRT 

<213> Pleuronectes americanus 
<400> 13 
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Tyr Gin Glu Gly Glu Glu 
1 5 



<210> 14 
<211> 17 
<212> DNA 

<:213> Pleuronectes americanus 
<400> 14 

ccctccccct cctggta 



<210> 15 
<211> 7 
<212> PRT 

<213> Pieuronectes americsinus 
<400> 15 

Arg Lys Arg Lys Trp Leu Arg 
1 5 



<210> 16 
<211> 21 
<212> DNA 

<213> Pleuronectas americanus 

<400:> 16 ' 
cgtaagagaa agtggttgag a 

<210> 17 
<211> 6 
<212> PRT 

<213> FlGuronectes americanus 
<400> 17 

Lys Ala Ala His Val Gly 

1 . 5 



<210> 18 
<:211> IB 
<212> DNA 

<213> Pleuronectes americanus 
<400> 18 

aaggctgctc acgttggc 

<210> 19 
<211> 20 
<212> DNA 

<213> Pleuronectes americanus 
<400> 19 

ctgeaggctc cttcaaggcg 
<210> 20 
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<211> 7 
<212> PRT 

<213> Pleuronectes americanus 

<400> 20 

phe Leu Gly Ala Leu lie Lys 
1 3 



<210> 21 
<211> 21 
<212> DNA 

<213> Pleuronectes americanus 
<400> 21 

ttcttaggag cccfCatcaa a 



<210> 22 
<211> 6 
<212> PRT 

<213> Pleuronectes americanus 
<400:> 22 

Tyr Asp Glu Gin Gin Glu 
1 5 



<210> 23 
<211> 18 
<212> DNA 

<213> Pleuronectes americanus 
<400> 23 

ctcctgctgc tcgtcata 



<210> 24 
<211> 6 
<212> PRT 

<213> Pleuronectes americanus 
<400> 24 

His Gly Arg His Ala Ala 
1 5 



<:210> 25 
<311> 18 
<212> DNA 

<213> Pleuronectes americanus 
<400> 25 

catggtcgtc atgctgcc 



<210> 26 
<211> 20 
<212> DNA 

<2l3> Pleuronectes americanus 
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<400> 26 

ctgaaggcuc cttcaaggcg 



<210> 27 
<211> 6 
<212> PRT 

<213> Pleuronectes americanuS 
<400?> 27 

Gly Phe Leu Phe His Gly 
1 5 



<210> 28 
<211> 18 
<212> DNA 

<213> Pleuronectes americanus 
<400> 28 

gggatttcrr tttcacgg 



<210> 29 
<211> 6 
<2X2> PRT 

<213> Pleuronectes americanus 

<400> 29 

Ser Phe Asp Asp Asn Pro 
1 5 



<210> 30 
<211> IS 
<212> DNA 

<2l3> Pleuronectes americanus 
<400> 30 

gggtugtcat cgaatgag 



<210> 31 
<211> 6 
<212> PRT 

<213> Pleuronectes americanus 
<400> 31 

Arg Ser Thr Glu Asp lie 
1 5 



<210> 32 
<211> 18 
<:212> DNA 

<213> Pleuronectes americanus 
<400> 32 

cgttctacag aggacatc 
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<210> 33 
<211> 6 
<212> PRT 

<:213> Pleuronectes americanus 
<400> 33 

Aap Asp Asp Asp Ser Pro 
1 5 



<210> 34 
<211> 18 
<212> DMA 

<213> Pleuronectes americanus 

<400> 34 18 
ggggcrgtca tcatcatc 

<210> 35 

<211> 6 

<212> PRT 

<213> Pleuronectes .americanus 



<400> 35 

Trp Met Glu Asn Pro Thr 
1 5 



<210> 36 
<211> 18 
<212> DNA 

<213> Pleuronectes americanus 

<400> 36 " ' 19 

tggatggaga atcccacc 

<210> 37 
<211> 18 
<212> DNA 

<213> Pleuronectes americanus 

<400> 37 18 
gtgaggttgt gttgcggg 

<210> 38 
<211> S 
<212> PRT 

<2l3> Pleuronectes aroericanus 



<400> 38 

Gly Met Met Pro Asn Asn 
1 5 



<210> 39 
<211> 18 
<212> DMA 

<2l3> Pleuronectes americanus 
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<400> 39 

gggatgatgc caaacaac 

<210> 40 
<211> 19 
<212> DNA 

<213> Pleuronectes aiuericanus 
<400> 40 

actcggacta tgggctgag 

<210> 41 

<2ai> 6 

<212> PRT 

<213> Pleuronectes amGricanus 

<400> 41 

Trp Met Met Pro Asn Asn 
1 5 



<210> 42 
<211> 18 
<212> DNA 

<213> Pleuronectes americanus 
<400> 42 

tggatgargc catacaac 

<:210> 43 
<211> 19 
.<212> DNA 

<213> Pleuronectes americanus 
<400> 43 

gttgttggag caggaatcc 

<210> 44 

<2ll> 6 

<212> PRT 

<213> Pleuronectes americanus 



<400> 44 

Ala Ala Leu val val Asp 
1 5 



<210> 45 
<211?' 20 
<212> DNA 

<213> Pleuronectes americanus 
<400> 45 

tcgctgccct cgttgttgac 
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<210> 46 
<211> 7 
<212> PRT 

<213> Pleuronectes americanus 
<400> 46 

val Leu Leu Thr Glu Ala Pro 
1 5 



<210> 47 
<211> 19 
<212> DNA 

<213> Pleuronectes americanus 
<:400> 47 

ggagcctcgg tcegQagga 



<210> 48 
<211> 6 
<21Z> PRT 

<213> Pleuronecres americanus 
<400> 48 

Val Phe Pro Ser He Val 
1 5 



<210> 49 
<211> 17 
<212> DNA 

<213> Pleuronectes americAnus 
<400> 49 

gtgttccatc catcgrc 



<210> 50 
<211> .7 
<212> PRT 

<213> Pleuronectes americanus 

<:400> 50 

His Thr Phe Tyr Asn Glu Leu 
1 5 



<210> 51 

<211> 20 
<212> DNA 

<213> Pleuronecres americanus 
<400> 51 

gagctcgttg ragaaggtgt 



<:210> 52 

<2ll> 6 

<212> PRT 

<213> Salmo salar 
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<400> 52 

Met His Leu Pro Gla Pro 
1 5 



<;210> 53 

<211> 18 

<212> DNA 

<213> Salitio salar 

<400> 53 

atgcatctgc cggagcct 



54 
23 

DNA ' 

Salmo salar 
<400> 54 

cattgcaaac atgtacaaac tag 



<210> 55 

<:211> 6 

<212> PRT 

<213> Salmo salar 

<400> 55 

Met Asn Leu Pro Met His 
1 5 



<210> 56 

<211> 17 

<212> DlQA 

<213> Salmo ealar 

<400> 56 

atgaatctgc cgatgca 



<210> 57 

<211> 16 

<212> DNA 

<213> Salmo salar 

<400> 57 

gggcaaatta aaggcg 



<210> 58 

<211> 8 

<212> PRT 

<2l3> Salmo salar 

<400> 58 

II© Val Gly Arg Pro Arg His Gin 
1 5 
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<210> 59 

<2ll> 23 

<212> DNA 

<213> Salmo salar 

<:400> 59 

ccg'ccgg'ccg, tcccaggcat ca.g 



<210> 60 

<211> 8 

<212> PRT 

<213> Salmo salar 

<400> 60 

Gly Tyr Al^ Leu Pro His Ala lie 
I 5 



<Z10> 61 

<211> 23 

<212> DNA 

<213> Salmo salar 

<400> 61 

arggcgtggg' gcagagcgta acc 



<210> 62 
<211> 2A 
<212> PRT 

<213> Artificial Sequence 
<220:> 

<223> Description of Artificial Sequence: Synthetic 
pleurocidin-like peptide 

<220> 

<223> c-tprm aitiidation 

<400> 62 

Gly Lys Gly Arg Trp Leu Glu Arg He Gly Lys Ala Gly Gly He He 
1 5 10 15 

He Gly Gly Ala Leu Asp His Leu 
20 



<210> 63 

<:211> 20 
<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: Synthetic 
pleurocidin-iike peptide 

<220>. 

<223> c-term amidation 
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<400> 63 

Trp Leu Arg Arg He Gly Lys Gly V&l Lys He He Gly Gly Ala Ala 
1 5 10 15 

Leu Asp His Leu 
20 



<210> 64 
<211> 26 
<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Description of Art:ificial Sequence: Synthetic 
pleurocidin-liJce peptide 

<220> 

<223> c-teria amidation 
<400> 64 

Gly Arg Arg Lys Arg Lys Trp Leu Arg Arg He Gly Lys Gly Val Lys 
15 10 IS 

He He Gly Gly Ala Ala Leu Asp His Leu 
20 25 



<210> 65 
<211> 25 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificia] Sequence; Synthetic 
pleurocidin-like peptide 

<220> 

<223> c-term amidation 
<400> 65 

Gly Trp Gly Ser Phe Phe Ly9 Lys: Ala Ala His Val Gly Lys Rxs Val 
15 10 15 

Gly Lys Ala Ala Leu Thr His Tyr Leu 
20 25 



<210> 66 
<211> 24 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
pleurocidin-like peptide 

<220> 

<223> c-tenci amidation 
■c400> 66 
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Phs Leu Gly Ala Leu He Lys Gly Ala He His Gly Giy Arg Phe He 
15 10 15 



His Gly ^3et: He Gin Asn His His 
20 



<:210> 67 
<21l> 25 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
pleurocidin-like peptide 

<220> 

<223> c-cerm amid&tion 
<400> 67 

Gly Trp Gly Ser He Phe Lys His Gly Arg His Ala Ala Lys His He 
I 5 10 . 15 

Gly His Ala Ala Vai Asn His Tyr Leu 
20 25 



<210> 68 
<21I> 25 
<212> PRT 

<2l3> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
pleurocidin-like peptide 

<220> 

<223> c-term amidation 

<400> 69 . „ , 

Arg Trp Gly Lys Trp Phe Lys Lys Ala Thr Hia Val Gly Lys His Val 
1 .5 10 - . 15 

Gly Lys Ala Ala Leu Thr Ala Tyi Leu 
20 25 



<2l0> 69 
<211> 21 
<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial 
pleurocidin-liJce peptide 

<220> 

<223> c-cerm amidation 
<400> 69 

Arg Ser Thr Glu Asp He He Ly:5 



Sequence: Synrheric 



Ser He Ser Gly Gly Gly Phe Leu 
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10 



15 



Asn Ala Mer Asn Ala 
20 



<210> 70 
<2ll> 19 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence; Synthetic 
pleurocidin-like peptide 

<220> 

<223> c-term amidation 
<400> 70 

Phe Phe Arg L©u Leu Phe His Gly Val His His Gly Cly Gly Tyr Leu 
1 5 10 ' 15 

Asn Ala Ala 



<210> 71 
<211> 19 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
pleurocidin-like peptide 

<220> 

<223> c-t«na amidation 
<400> 71 

Phe Phe Arg Leu Leu Phe His Gly Val Kis His Val Gly Lyd He Lys 
15 10 15 

Pro Ar9 Ala 



<210> 72 
<211> 25 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificia] Sequence: Synthetic 
pleurocidin-like peptide 

<220> 

<223> c-term amidation 
<400> 72 

Gly Trp Lys Ser Val Phe Arg Lyv Ala Lys Lys Val Gly Lys Thr Val 
15 10 15 



PAGE 2(tf134' RCVD AT 12/28/2007 3:13:20 PM [Eastern Standard Time^ 



Dac-28-07 03:16pn] From-SIMBAS LTD 



416595 7306 



T-014 P. 021/133 F-469 



Gly Gly Leu Ala Leu Asp His Tyr Leu 
20 25 



<210> 73 
<211> 25 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
pleurocidin-liJce peptide 

<220> 

<223> c-term amidation 

<400> 73 

Gly Trp Ly^ Lys Trp Phe Asn Arg Ala Lys Lys Val Gly Lys Thr Val 
15 10 15 

Gly Gly Leu Ala Val Asp His Tyr Leu 
20 25 



<210> 74 
<211> 23 
<:212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Arrificial Sequence: Synthetic 
pleurocidin— like peptide 

<220> 

<223> c-nerm amidation 
<400> 74 

Gly Trp Arg Thr Leu Leu LyS Lys Ala Glu Val I*ys Thr Val Gly LyS 
1 5 10 15 

Leu Ala Leu Lys His Tyr Leu 
20 



<210> 75 
<2ll> 26 
<212> PRT 

<2l3> Artificial Sequence 

<:220> 

<223> Description of Artificial Sequence: Synthetic 
pleurocidin-like peptide 

<220> 

<223> c-term amidation 
<400> 75 

Ala Gly Trp Gly Ser lie Phe Lys His lie Phe Lys Ala Gly Lys Phe 
X 5 10 15 
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He His Gly Ala He Gin Ala His 
20 



<210> 76 

<2ai> 21 

<212> PET 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
pleurocidin-like peptide 

<220> 

<223> c-term amidation 
<400> 76 

Gly Phe Trp Gly Lys Leu Phe Lys 
1 5 

Leu His Leu Bis Leu 
20 



Asn Asp 
25 



Sequence : Synthetic 



Leu Gly Leu His Gly He Gly Leu 
10 15 



<2l0> 77 
<2ia> 19 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
pleurocidin-like peptide 

<220> 

<223> c-term ainidation 
<400?> 77 

Glv Trp Lys Lys Trp Leu Arg Lys Gly Ala Lys His Leu Gly Gin Ala 
Is 10 15 

Ala He Lys 



<210> 78 
<ail> 23 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Descriprion of ArtificiaJ Sequence: Synthetic 
' pleurocidin-like peptide 

<400> 78 

Gly Trp Lys Lys Trp Leu Arg Lyr Gly Ala Lys His Leu Gly Gin Ala 
1 5 10 15 

Ala He Lys Gly Leu Ala Ser 

20 
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<210> 79 
<2X1> 18 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Descrip-cion of Artificial Sequence: Synthetic 
pleUiTOcidin-lilce peptide 

<400> 79 

Gly Trp Lys Lys Trp Phe Thr Lys Gly Glu Arg Leu Ser Gin Arg His 
1 5 10 15 

Phe Ala 



<210> 80 
<211> 24 
<212> PRT 

<213> Artificiel Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
pleurocidin-like peptide 

<220> 

<223> c-t-erm amidation 
<400> 80 

Phe Leu Gly Leu Leu Phe His Gly Val His His Val Gly Lys l*rp lie 
1 5 10 15 

His Gly Leu He His Gly His His 
20 



<210> 81 
<211> 26 
<23.2> PRT 

<:213> Artificial Se<5uence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
pleurocidin-like peptide 

<400> 81 

Glv Phe Lea Gly lie Leu Phe Hif^ Gly Val His His Gly Arg Lys Lys 
I 5 10 . 

Ala Leu His Met Asn Ser Glu Arg Arg Ser 
20 25 



<:210> 82 
<211> 901 
<212> DNA 

<213> Pleuronectes americanus 

<400> 82 ^ ^ 

atgaagctca ctgccacctr cct cccg-ci.g trcatcttcg tccrcatggr ugatctcgga 60 
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gagggtcgtc gtaagaaaaa ggggtcgaacj 

ggaaagggca ggtggttgga aaggattggi 

ttacattgca aatattnttc at^ataacatt 

atatttggcc aaatagaatc actttgattt. 

ccrrrgatta gcatgttcct; tcaargaaat. 

gctacgacct gctgcagcaa caxrtgaaaci 

ttgttatagg cgatttatct ttctatcad. 

ggarctctar gctaaaataa raaaacacac: 

tgtttaaaag caagrargaa acatcctctcj 

gtcctaataa ttgcgttatg gaaatgtati: 

ratcactgtg tgtttttgtt tgtttttaca 

rtgagtaagg actrctacca tcattactgt; 

attaacaact tctcttgrct cgctgaactt: 

gcaggggccg gattacgact accaggaggi/ 



agaaaggggt ccaagggaaa ggggtccaag '120 

aaaggtagag tcacggaatr aattrgcttt 180 

gctggaaaat cacaaaaata agtagtcaat 240 

caataataat caaaataaca acctaaaagg 300 

ggacartgna acttactrtg attctcacat 360 

taaatttgtc ccagaagatt ttaaagtaca 420 

cagatatttg ttcaaaccaa tagaataact 480 

attcagatgt tapcagtcaa gattgaacgc 540 

targtataar rgtttaactg gtaacttata 600 

aatirgtcatt taata\:aat:t tgctggaart 660 

cagctggcgg gataattatc gggggggccc 720 

gtaatattta tagttatgar cagtacagtt 780 

ctccatcagt cacctcgggc aggggcaggt 840 

ggaggagctc aacaagcgcg cagtcgatga 900 

901 



<210> 83 
<211?> 217 
<212> DNA 

<213> Pleuronectes aiii«=:ricanus 
<400> 83 

atgaagrtca ctgccacctt cctcctgtt-j 
gagggtcgtc gtaagagaaa gtggttgaga 
ggggcggccc ttgatcacct cgggcagggg 
gaggggcagg agctcaacaa gcgcgcagtc 



ttcatcttcg tcctca-cggt tgatctcgga 60 
aggattggta aaggtgtcaa gataattggc 120 
caggtgcagg ggcaggatca cgactaccag 180 
gatgaaa 217 



<2i0> 84 
<211> 968 
<212> DNA 

<213> Pleuronectes americanus 
<400> 84 

gcccactttg tattcgcaag gtaatattga 
ccagcttgtt actgtataat gcaaaagtta 
gaatgaagtt cacrgccacc ttcctcatga 
gagagtgtgg crggggaagc ttrtttaaaa 
fcagcnrrtt gctttgcaaa tatcttttti: 
gtatatatat trggccaata aaatcacttc 
aaaaggcctt tgattagcar gttccttcaa 
tcacaagcac caacctgctg cgtcaacaac 
agtaaatttt tctaggcgat ttaatctttc 
ataactcaat ctctatgata aaacaattac 
rgaaaacttc ttacaagtat gtataaaaca 
acaactagtc cracraattg tgttaaartg 
ttatgtgttt tgttttttct tacacagttg 
aaggactrct accatrttac rgtaraattt 
caacttctct arrcctgctg actctctcca 
ataagcagge gctcaacaag cgrgcagtcg 
gaagaaati 



tatc«tcat attcatttag acaaatgtgc 60 
atgatcttta ttttT:ci:gtt tttttttgta 120 
ttgccatctt cgtcctcatg gttgaacctg 180 
aggctgctca cggtagagtc acagaattaa 24 0 
ataacagctg gaaaatcaca aaaataaata 300 
gatttcaata ataatcnaaa raaccaacct 360 
tgaaatgtac gttgaggttt attttgattc 420 
tgaattcsaa tttgccocaa aggaattcaa 480 
cattactctg attrgtrtta aaaatataga 540 
acatacautc agarttrtat aggacaagat €00 
tcatctgtat gtataattgt ttaacatgta 660 
tcatttaata tcaattgctt gagttt^tca 720 
gcaagcatgt tggcaaggcg gcccttacgt 7 80 
tgaragtgtt atcaccagta ctgtttttga 840 
tccgactcat ccgcagtcat taccttggcg 900 
atgaagaccc aaatgttart gtttttgaar 960 

968 



<210> 85 
<211> 654 
<212> DNA 

<213> Pleuronectes americanua 
<400> 85 

atgaagttea crgccaccrt ccnggtgci.g rccctggtcg rcctaatggc tgagcctgga 60 
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gagtgtttct taggagccct tatcaaaggqr 

agatttttac atgtcaaata atgtagtagsi 

agtagaatca ttttgatttc aataataat-c: 

tgcaataatt ggattttata gaatacgga<i 

catacattcr gattttgcca ggcaaaattci 

atctgtangt tataacaast actccaagc^i 

traatataai: fcgcrrgagr ttatcatctl 

ggtttatcca ^tgggtaagga ct-tctaccat 

rcagtactgt cartgacaac ttcacttgtc 

aaccatcacg gttatgacga gcagcaggag 



gccatacatg gtagagrcaa ggaattaatr 120 
acatatataa gragrcaata ratttgacca 180 
aaaataacaa tctccaggcg atttaatatt 24 0 
caacrggatc ttaargctaa aataatccaa 300 
aacactactt taaagtatgt araaaacata 360 
atrg-cgtgat ggaaatgrat tcatrgtcat 420 
gtgtttttgr t iigttt ttrc acaggtggca 480 
catgactgtg tatttttaat attattatca 540 
ccgctgactc tctccatcag aargatccaa 600 
ctcaacaagc gcgcagccga tgaa 654 



<:210> 86 
<211> 684 
<212> DNA 

<213> Pleuronecces americanus 



<400> 86 

gcccactttg 

ccttttggga 

ttctglUttt 

rcctcarggt; 

gtaaagtcac 

rggaaactca 

ataacaacct 

taaaggtatg 

tattggccat 

tartatcacc 

agrcatracc 

gttattgttr 



tattcgcaag 
aatctgctca 
tttttgtaga 
t-gaacctgga 
ggaartaarr 
caaaaat^aaa 
aaaaggcctt: 
tataaaacat 
gcagccgtta 
agtattgtta 
ttggcgagca 
ttgaargaag 



gtaatatcaa 
gcttattaci. 
atgaagrrcct 
gagtgtggtl: 
agcrrttaac: 
tagccgatal: 
rgattagcai; 
catcargtgi: 
agtaaggad: 
ttgacaactn 
gcaagatctc: 
aaat 



tatttttcaa 
gtataaltgca 
ctgccacctt 
gggg^agcat 
ttcgcaaata 
atttggccaa 
gtttcttcaa 
ttttgtttgt 
tctaccatta 
ctctttttcc 
gacaagcgcg 



attca-Dttag 
aatgfcaatg 
cctcangarg 
t.tttaagcar 
ttgttttttc 
rtataatcac 
raaaatgatt 
rrttacacag 
ttactgcata 
tgctgatccg 
cagtcgatga 



acgagaccaa 
atcnttattt 
"Cvcatcttcg 
ggtcgtca"Cg 
rtttaacagc 
tttgatictaa 
gaacacract 
ctgccaagca 
atrrtgatag 
actcatccgc 
agacccaaat 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

684 



<210> 87 
<211> 826 
<212> DNA 

<213> Pleuronectes ferruginea 



<400> 87 

atgaagttca 

gagtgtcgtr 

agctttttgc 

"caratatttg 

agrcctttga 

catgcaccga 

aaatttttct 

aactcaatct 

aaaacttctt 

aaatagccct 

gagrrtatca 

ggcccttacg 

tactgttatt 

cttacctrgg 



ctgccacctt 
gggggaaatg 
tttgcaaata 
gccaattaga 
ttagcatrcr 
cctgctangt 
aggcgarcta 
cta'Cgataaa 
aaaagracgt 
actaattgtg 
cratttgrtc 
taaggacttc 
gacaactltct 
cgacaagcaa 



cctcargarij 
gttt-aaaaa^j 
tttttttar.i 
atcactttg.s 
ccatcaatg.i 
caacaattg.i 
atctcrccai: 
ataataacac 
ataaaacarc 
ttatggaaac 
ttgr.ttgtfi 
taccatcatc 
cttgtcctg-2 
gaactcgaca 



tgcatcttcg 
gccacacacg 
acagcrggaa 
ttLcaataaa 
ciarggacgtt 
atacaaatrr 
tactcggatt 
atacgraaag 
atctgtattt 
gtataaattg 
ttacacagtt 
actgtataat 
tgactctctc 
agcgcgcagt 



tcctcatggt 
gcagagrcac 
aatcacaaaa 
aatctaaata 
gaggtttarr 
gtcccagagg 
tgctcttaaa 
atrrtracaa 
ataartgctr 
tcatfctaaca 
ggcaagcatg 
rttgatagta 
catccgactc 
cgatga 



tgaaoctgga 
agaa-craatt 
ataaatagtc 
acaacctaaa 
ttgattctca 
aattcaaagg 
tacatagaat 
gaca^igattg 
aacatttaac 
taacttgttt 
ttggcaaggc 
ttatcaccag 
atccatagtg 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

826 



<210> 88 
<211> 1300 
<212> DNA 

<213> Pleuronectes americanus 



<4005> 88 

taataaaact aatgrgtaaa gtcttccacc ttrrtractg Tsatttactta aacagaaaat 60 
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tattctcacg attctggagc tgcagccact aagtgttgct tcatgaagtg aatacacaet 120 
ngrtctaaca accactcdcc caattaaccf. gaatctacaa agtgaggaag tgagaggagt 180 

cgtcctgtgt tttcaaattt ttrgaatgat ctaccactat grgagctcct cctgttatag 240 

ctctaaatgt tacacaacga atgtgaagtc agttctgtgt atataaagag ttgcctctgt 300 

agagcataca acagatttca cctttgaatc tcacaaacct cactttgtat tcgacaggt^ 360 

agatcgatat ttttcaaact catttagacg agaccaagta tttgggaaat gtgctcagct 420 

tgtcaatgta taatgcaaat gttaacaarc gttttgttct tatgttgrgr ttgtaggatg 480 

aagttcgcta ctgccttcct gatgttgtcc atggtcgi;cc -ccatiggcTiga acctggagag 540 

tgtcgttcta cagaggacat catcaagtct atctcgggta gagrccagga actaattatt 600 

atcaataaca atgaaaraac aaccaaaagc ccT;ct:gatta gcatgttcct tcaatgaaat 660 

ggtcgttttt tatctatttt gattctcaca tgcaacgacc tgctgcggca acatttgaaa 720 

ai;caacct;t;t tttacacaaa rtcaaagtac attgatrtiat rcgatttaat cttaacarta 780 

atcagatttg tttttgttta aatatatcga ataactggat ctcratgata aaataattaa 840 

acatacattc -ctatttracc aarcaagatr gaacacttct taaaagnacg tataaaacat 900 

catctgtatg tataattgtr tgattgrtaa graaratttc caataattgt gtaatiggaaa 960 

tgtattaatt gtcatttaat ataattrgct tgaai:tt:atc accatgtgtt ttttgttrgt 1020 

ttttaaacag gtggaggttt tctcaatgcg taaggaccrc tatcatcatt actgtgtaat 108 0 

ttttatagta ttatcatcag tactgttatt aacagcttct ctrgtcrcac cgactctccc 1140 

catcagaatg aacgccggtt acaacgagce gcaggagctc aacaagcgct cagatgatga 1200 

tgacagcccc agtcttartg tttttgactg aagaagtcgc cctgaaggag cctccagatg 1260 
atatattatg ci:tcttgct:c ttcarcgaaa taaatcaaac 1300 



<2l0> 89 

<211> 3500 
<212> DNA 

<213> Pleuronectes americanus 
<:400> 89 

gagctcgarc aaaccagaca aagtrgcctr ccttcacaac aa^agagrgg aagagaaaac 60 

agga^aggac ^tgtaccctc crgargctga gaagaagaaa taagaaagac ttgcagcatt 120 

gatactttta cttatacaga aaacccaraa acargacggg agcaraagtt aaagiicacaa 180 

tacagaagag aaccagaagc caaactcfcag caaatttact ggtattcata tgatzaotgga 24 0 

gccaaagcaa cgcagagact cagcagcagt gaaccaaaga gtttaactgt acttgrgtcc 300 

aggttgaatg aaagtattga dcaaaaaaaa ccaagacaga acatgcatat tttttrggaa 360 

tggaarataa gtcaggagaa ratgtgttgt tgtggtggca ggatccatca ctctgtcaag 420 

ttaacacaag aacttttaga aacatagata cgatctcaag taaacttcca tttactattt 480 

gactttttrt aaatacttac aaattatatt ttaaaaagca acaataaatc agagataact 540 

tcatggagaa gtctatattc atattt-gtga gctgaacatt catgcrgcct gttctatcac 600 

atctgagtgt ggaggccact gacgrttacr gacctcaacg tctaccgctc taargcattt 660 

ggagttaaag gtaagcattt tgtnatttgt cttcactgta ttgatactaa atacacaggg 720 

"Ctacaaatac agttaaaaca agagagacga ggtgtcgaaa gcttcagcar caatzgtgctg 780 

atcgctgata gctgatctta cccgacaccg gtgacatggc atcaaaatga ccacctcttt 840 

tttcttctct tttttttgta ggacgaag-ct cgccgccgcc ttcctcgtgt tgttcatggt 900 

catcgtcatg tttgaacctg gagagtgttt ttttagattg ctttttcacg gggtccacca 960 

tggtagggtc ccggaagtaa tttgatta-cc acatgccaaa rattttaatg aaacatacct 1020 

tatgagnagt tgtattattt ggacaagtag aatctctatg atttcagtag taattagaat 109 0 

aacaatcaaa aaggcctttg at:t:aqcatgt ttcttcaatg aaatggacat tgaggtttaL 1140 

tttgattctc acatgccaca gcaacaanrg aaatcaaatt ttccgcagaa gaaacttaar 1200 

taacattgfC gtgcaatagt gcttaaaaag tgttaccatg gaatggtgtg cgtttaggca 1260 

ctcaataaat ttggttatca aaattaaatt aaaaaaatta atatttaaaa tattaatatt 1320 

aaatcataac ttraattgtt taaaqtcctc gcggggaacc acccttctcc tgaaggtaaa 1380 

ggatagccaa tttattgatu aagancagtc tcatttagat ctagttcaaa tagaaatctc 1440 

aatarrttac cancgaagar tttataatga acagtgaagg ncatggagtr ctaaacagtg 1500 

taacagttgg caaagtrcac cattqcaata ttaatgacag accatttgtg aaagaagaac 1560 

atttattarg agcataataa agtatgaaag cacgaatrac taaacaatica aagctaacca 1620 

acaaggacgr gtgtgggtgt gtgtgtgaat gtaaataagg ggggggctca aaccggtggc 1580 

ctacaagaag agccttaaga cagcaaccac aagggctgta ccataaatgt tgtagtaaaa 1740 

agagttatta aaatgagtta gaataactaa tgacraatta gtagacaaac tagcagacaa 1800 

actaaacaac taacaataac aaggaagtgt gtgtgagtgt gtttgtgtgt aaatgttaat 1860 

taggggctct caaaccggtg tcttc^ccaga agagtaagar aacaattccc ccccttcrtc 1920 
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tgaggttgtt ttacgactgt tgctttatgc 
ctatacgtgt ctgrgtagat gttaatcagsi 
aagtctgtga agggcctatc taacattagc; 
acacatatca accttataaa cacacacagc. 
aattattaag cccagattat grtaccagtc 
acgtctcctg gctttgtggt cgtagagttc: 
cagargcagg ttgaagttct cctgcaggat: 
tgaagggcga .ggagatttcc rtgagtqgrg 
gttggttgga agagaagaaa gctggagcgcj 
gagaagccgg cagccccact ccttgaaga«j 
attttgggga gacctctcct tarattggcc: 
gaccaatagg agttgaccct ggtaattcti: 
aggacatgca gcatcctgtt acaatct^ggij 
tgagaacctg tggcatcttg ggggattga.j 
caagtttgac tgaaaggagg cctgtggrf: 
raggcgattt aarctttaca taaattggai: 
tctttctgcg taaaraataa aaaataaarc 
tgaaaagtac ctaraaaaca taarctgrac 
ctaacaattg tgtaatggaa atgtattcac 
gtgtttgttr gttttttagc aggtggagg; 
rtactgtgta attgtattag trttatcat= 
gctgacttga ctctcttcat cagattadac 
tcgacaagcg cgcagtcgat: gacaacctca 
ctgaagaatc ttttgaaatg atatgaaa-cg 
actggaratt tgttctr-ctg catt^gatgta 
aacttataac agatctcaat tttaggatgt 
tgagatttaa caatgacaar 



ccgtgaggga aggtttaact cggcgacatg 1980 
gaatgccaga gtcagagaga cctacggagg 2040 
tttcctttaa ctrataacac aatatcagaa 2100 
atcaaataaa cagtcttgct tagcatgtat 2160 
cgagggaaag agttcagttg cagttctgtg 2220 
tgcartcgcg attctgtcga gccgtgngct 2280 
arcgcgtcgc rgcgaggatt ttgtagagct 2340 
agctggaagc tggacctctg acctctggtt 2400 
cgtggtttct ccctctegcc gatgcaggag 24 60 
ttgtggagag agatgggagc aaagagctag 2$'20 
ccgatgacct cacaggcctt ggaacggagt 2580 
gacacctttg tgggacattg tcaagacccc 2640 
agacggagtt ccttgactgc ctcagaacaa 2700 
tccactcgag cacatgcggc atgtttgttc 2760 
gcacaaaaac catgtcccaa caacattttc 2820 
ttgttttaaa aaatatatag aaraactcga 2880 
caaatttgac cagrcaagat rgaacactaa 2940 
gtatagrtgt ttgactgtta aaragtagtc 3000 
tgtcttttaa tatitarttgc ttatcataat 3060 
tatctcaatg cgtaaggacn tctaccatca 3120 
agtactgtta ttgacaacgt cccctgtctt 3180 
ccagggccgg ttacaatgag cagcaggagc 3240 
gtgctattgt ttttractga agaagccgac 3300 
trrgcctttc aatgaaataa atcaaacatg 3360 
ttgttgagtg acagttgaat aarrttggaa 3420 
caaatcattt ctctgtgtct tattcaaata 34 80 

3500 



<210> 90 
<211> 1003 
<212> DNA 

<213> Hippoglossoides placessoides 

<400> 90 y-p. 
gcccactttg tattcgcaag gtaagatcsa tattttteaa attcatttag acgag«cc«a 60 
ccgtrtgcga aatgcgctca gottgttatt gtataataac aaagttaacg atctttatct 120 
ttctgttttt ttgtagaatg aagcccactg ccaccttccr gatgtrgttc ijj 
tcacigtcga acctggagag tgrggatgga aaagtgtgtt tcgtaaggcr aagaaaggta 240 
gagrcacgga attaattagc tttrtacatt gcaaatagat rctcrataac agctggaaaa 300 
?cLaaaaar aaaragtcga ratatttgc,c caattagaat cactttaarc "aataataa 360 
rctaaataac aacctaaaag gcctrtgai t agcatgrcrc ttcaatgaaa tggacattga 420 
ggtttatttt gattctcaca tgcaccgacc tgtgcggcaa ccattgaatc cagatttgtc 480 
ccagaagaat rcaaagraca tttttccacrg cgattaaarc tttccattac tcagactcaa 540 
aaataalraa atggaataat rgaagcaci.a tgataaaata attacacatc ^actctgact 600 
tracaagtca agattgaaca ctattaaaaa gtgtgtataa aacaacatct gtargcataa 660 
ttgtttaact gttaatagtc craataatng ttttatggaa argtattaar ttacattraa 720 
tattatttgc ttgagtttae catcaCgt.jt ttttgtttgt ttttacacag ttggcaagac 780 
tS^tggcggc t^gcccctg agtaagga.t tctaccatca tractgtata *«ttga=ag 840 
tattatcacc agtactgtta ttaactaci;t otcttgtctg ctgacrctct ccatccgact 900 
catcrgcagt catzacctrg gcgagcagoa ggagcttgac agcgcgcagt cgatgaggac 960 
cccagtgcta ttgtctttga ctgaagaagt cgccttgaag gag 



<210> 91 
<2ll> 1007 
<212> DNA 

<213> Hippoglossoides platessoides 

<400> 91 

actttgtatt cgcaaggtae gatcaatact tttcaaattc arttagacga gaccaaccgr 
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s=i ii ii iiiiii is iii 1 

llllllllTt ac^tLctc? aggcgacta. atctttcct 'ttlTJlTa llTzllllll sol 

rcrc?:Sa :r.sr.:: sr™ ^c^s 
ss-c-g ^^g-^rgj? ;-f.src^ srf. 

g|c.4gccg ..gagtaagg acttctacca .ca.cac.g. ataatt.tga tagta.tatc BJO 

^gJSSI c^tggcaarc agccgaag?. cgaLa^gcgc gcag.cgatg a..accccag 960 
tgctatrgtc tttgactgae gaagtcg«n tgaaggagcc ttcagaa 

<210> 92 
<211> 999 
<212> DNA 

<2X3> Hippoglossoides platessoxdes 

iii i= HEii Hiii HSi Si ii 

ir= rSE EEi HHEi H= Pi 
=S Hiii =i HEi! =i Ifs 

.CC5tt»ac. ..r«gi:«ea. •"'"''IJ ".cJcUm gtlia.sactg 790 

r.:i^rc;rc niiim^^ ajo 
rJ^^^cH iiti^Ti — b 

tttttgactg aagaagtcgc cttgaagcfag ccttcagaa 

<210> 93 
<211> 179 
<212> DNA 

<213> Glyprocephalus cynoglos.-5U3 

iS? lUS-.? ?f.= r«"irj? s^:r4i= 

ScgSccIgg cIIacaLga cggcgaggag cagga^crcg acaagcgcgc agtogatga 17 9 

<210> 94 
<211> 224 
<212> DNA 

<2i3> Glyptocephalus cynoglossus 

iigaag'tca «gccacci:t cctggtcttg t:rcatggt:cg cc«cacggc tgaacctgga 60 
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,«,,,„ttc g,,,.^." «~i r4ssi sr« i»o 

catttqfjgtg ctgacgagca gcaggagctc g^cgagcgc y - 224 
gSl«9Ci:? trgastgaag aagrcgcati: gaaggagcct tcag 



<210> 95 
<211> 862 
<212> DUA . 

<213> Gli^ptocephalus cynoglossus 



<''00> 95 ttcataatcg tcctcatggc tggatccgga 60 

atgaagrtca ctgcoacctt cctggtgttcf ttcatggtcg crgcttttca 120 

gagtg'ggtt ggaaaaagtg gctccgcaau g«tagagtca ^ g^cgatatar 180 

ca!tg«aat actttaauat aacatag«.j JJaacaatca aaaagcccat 240 

trggccatat agaatcactt tgatrtcaar "taatcaaa ^ ^cacaggcac 300 

tgStagcat gtccctccac taaaargga.: ^^^^"attt agtacattgt 360 

cILctgcrg cggcaao.at -^--^caaa ^t^^J^^^^^ "Hatacag aataaccgga 420 
tcwggcgat craatcrrrc ^ar^catcgg ^^^^^^^^^^ ctgtcaagat tgaacacgac 480 
totctatgtt aaaataataa aacacacatt ^^a^ttt ^ acraaragtc S40 

^fafaagLt g^a.aaaaca -a-.gta. f f^--|^SrcS?tgc .tgaatttat 600 
caaataattg tgttaUggaa atgtattcat ^^^"^ ccttggccag gcggccarta 660 
caccargcgt .«tgt«g. ^rttacacag ^rgccaagca -^^^g^^^| ^g^.ctgtta 720 
agraaggact tctaccatca ttaccgtg a ^^^"^ tggccrcttg cgaagagcag 780 

llHHT<i llXl l^^^-^ "'^^ ^'""-"^ 

agtcgccttg aaggagcci;t ca 



<aio> 56 

<211> 849 

<213> Glyptocephalus cynoglossms 



:fgrag?^ca ctg.caccct ccggcgtcg ttcatggtc^^ 

rar.g?99tt ggaaaaag., 9"-^"- fJ^aSc^ alJa.aagta 9«gatacat ISO 
cartgcaaat actttaatat ^acatagctg J acaawatca aaaagcctat 240 

ttaqccacat agaatcactt tgatT^tcai: ZZZ„t^;^iitt actttgattc tcacaggcac 300 
^glttagcat g^ccttcac taaaatg<,ac ^"^^^^^^^ Jaga^troaa agtacattgt 360 
clacctictg tggcaaeaat tg^-^^^l^^ IcStcttc aalaatatag aataactgga 420 
tctaggcgst ttaatctttc cattcac.,gg ^^"^^^^^ gtcaagattg aacacgactt 480 
tctc?atgtt: aaaataataa ^^^^^ttt^tc Lctgtcaac taatagtcca 540 

aaaagtatga ataaaacatc ^fctgta.gt a^** tcatttgctt gaacttatca 600 

aataattgtg ttatggaaat f;^^^^^^^^ gaaaggttac cccagaggra aggacttcta 660 

r^ss', imiiiii' 



^gccttcag 



<2X0> 97 
<211> 678 
<212> DNA 

<212> Hippoglossus hippoglos.sus 



<400> 97 rcttcataat cgtcctcatg gctgagcctg 60 

ttatgaagtt cactgccacc -cc.gg.gt ^^^tcar^^^ ^^.aggg.c acggaag.aa 120 

gagagtgctt trcgggatcg cttttrcacg targagtagt cgatatattit ISO 

liiii^ii 
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atcrttccat 
ataataaaac 
raaaacatca 
aatggaaatg 
tgtttgtrtt 
gtgtattttt 
ctctctccat 
agcgcgcagt 



taatcggatt: 
atacattctg 
tcrgratgta 
tattaatrgt 
tacacagttg 
aatagtatta 
cagactcarc 
cgatgaaa 



tgttttttita 
atrrtaccag 
taattgttta 
catttaatati 
gaaagtggat 
tcarcagtac 
catgggcatc 



aai:atagaat 
tcaagatitgt 
actgttaact 
catttgcttg 
ccatgggtaa 
tgttattgat 
acggti:acga 



aactggatct 
acgctactta 
aaragtccaa 
aatttatcac 
ggacttctac 
atrttctctt 
cgagcagcag 



ctatgrraaa 300 
aaagtatgta 360 
ataattgtgt 420 
catgtgtttt 480 
catcattacrt 54 0 
gtctcgctga 600 
gagctcgaca 660 
67 8 



<210> 98 
<211> 690 
<212> DNA 

<213> Hippoglossus hippoglossus 



<400> 98 

ttatgaagtt 

gagagggttt 

■crcgattfct 

gaccaartag 

atcttrccat 

ataataaaac 

taaaacatca 

atggaaatgt 

tgrttgcrtt 

ttgtaatttt 

ctetctccat 

aggagctcga 



cactgccacc 
tttgggaatc 
acatggcaaa 
aatcacctta 
taarcggart 
atacattctg 
tctgnatgta 
arraattgtc 
racacaggta 
tatagtatta 
caggatgaac 
caagcgcgca 



ttccnggtgt 
cttttrcacg 
tattttaaga 
atttcaataa 
rgtrrtttta 
attttaccag 
r&arrgttta 
atttaatatc 
gaaagaaggc 
tcatcagtac 
tcagagcgtc 
gr cgatgaaa 



tgttcatggt. 
gggtccacca 
-caacacacca 
taatcacaat 
aatatagaat 
rcaagatrga 
acrgt-taaca 
atrtgcrtga 
cttgcagtaa 
tgtcartgac 
gcagtitacga 



cgtcctcatg 
tggtagagtc 
tatgagtagt 
aacaatctct 
aactg^'atct 
acactactta 
atagtccada 
atttatcacc 
ggacttccac 
aacttctctt 
cgagcggcag 



gccgaacctg 60 
acggaattaa 120 
cgatatatrt 180 
aggccattta 24 0 
ctatgttaaa 300 
aaagtatgta 360 
caattgtgtt 420 
atgagttttt 4 80 
catcattact 540 
gtctcgctga 600 
cagcagcagc 660 
690 



<210> 99 
<211> 847 
<212> DNA 

<213> Pleuronectes ferrugirt^a 



<400> 99 

gcccactttg -cafccgcaag gtaagatcge. 
gcatttgttg aaatgrgatia agcttctaac: 
ttctgttgrr cttgtaggat gaagiitggct 
ctcatggctg aacctggaga gggtttctt^; 
aaagtcactc atttaataca ttttracatg 
gttgtcaara tatgtggcca agtagaagcci 
tcactaagcc atccaataat tgaattaatl. 
ggatctttat gctaaaataa ttaaacctaa 
tacttaaaag tatgtaaaaa aaacatcatc 
attgttttat ggaaargtgt taattgacal: 
rgrttgctt-t tacacaggta tcagggcgai: 
gtgtattttt aatagtatta tcatcagrac: 
ctctctccat cagtctcatc catggtcaaa 
gctcagtcga tgacaacccc ggtgctattt; 
ccrtcag 



tatttttcaa actcatttag acgagaccaa 60 
tttataatgc aaatgttaac aarcrttrtg 120 
gccgccttcc tggtigcrgtt cctggtcgtc 180 
ggatttcttt trcacggTiaT: ccaccatggt 240 
gcaaatattt gaatataaca tactatatga 300 
Ctttgatttc aataataatc aaaataacaa 3-60 
acatttgttt taaaaaaata nagaataact 420 
attcagattt taccactcaa gattgaacac 4 80 
tgtatgtata attaaatacc agtccagtta 540 
atatcatttg cttgaactta taatgtgctt 600 
ccatcagt*a ggacttctac catcatgact 660 
ttttattaac aacttctctt gtctcgccga 720 
gatacgacga gcagcaggag cttgacaagc 780 
tttttgactg aagacgtcgc cttgaaggag S40 

847 



<210> 100 
<211> 191 
<212> DNA 

<213> Pleuronectes ferruginea 

<400> 100 

atgaagttca ctgccacctt cctggtgtt; tccatggtcg tcctcatggc tgaacctgga 60 
gagggtttct ttggagccct tatcaaaggg gccatccatg gtggcaagtt gctccataaa 120 
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ct:cat:caaaa a^aaacatga acatcacggt catggcaagc attgggggct tgacaagcgc 180 
gcagrcgatg a 



<210> 101 
<211> 1100 
<212> DNA 

<213> Pleuxonectes emericanus 



<400> 101 

ttgaaagtga ggaagtgaga ggaggacrag 
acactatcrg agcccctccr gcaataactc 
cctgtgtata taaagagttg canctigt tgt 
tctcacaaag 'ctcattttgc artcgacagg 
tgagaccaag catttgggaa at^gtgctceg 
tcttrttgtt ctgttgtctr gtaggatgaa 
ggtcgtcctc atggctgaac ctggagagag 
ccatgg"cagg g-ccactgaat rgatacattt 
tatatgagtt gtcaatatat gtggccaagt 
ataacaatca ctaggccatt taataattgc 
agaataactg gatctttatg ctaaaattaa 
aagactgaaa actacttaaa agtatgtaaa 
ttgtccagat aattgtgttg tggaaatgtg 
arcattatct gctrtgrrrg tttttiacaca 
ctaccctcat gactgtgtat ttttaatagt 
tcttgtctcg ctgacccrct ccatcagaat 
ggegctcgac aagcgctcat tcgargacaa 
tcgccctgaa ggagccttca gatgaratat 
gaataattac ccgcaacagc 



gtcctg-cgtt Titcagtcgtt gaattatcta 60 
taaatgt-cac acagtgacta ggaagtcagt 120 
tatcagtaga caacagatta cacctttgaa 180 
taagatcgat atgtLtcaaa ctcatttaga 24 0 
ctrctaactg tatgatgcaa atgttaacaa 300 
gttggctgcc gccrtcctgg tgcrgrrcct 360 
tttttnggga ttrcrttttc arggtatccg 420 
ttacatggca aatatttgaa tgcaacarac 480 
agaagcactt tgatttcagt aataatcaaa 540 
attaattaca gttgttttta tatagaatar 600 
taaacatgaa tccagatttt aagatttttc 660. 
aaaacatcat ctgtatgtat aatcaaata-c 720 
ttaart-gaca tatarcarrt gcttgaattt 780 
ggtatcaagg cgatccatgg gtaaggacrt 840 
attatattca gtactgrtat tgaaaacttc 900 
gatccatggt aacagttrag acgagatgca 960 
ccccaacgca artgtttttg actgaagaag 1020 
aatgcttctt gcttttcaat gaaaraaatt lOBO 

1100 



<210> 102 
<211> 1300 
<212> DNA 

<213> Pleuronectes axnericanus 



<400> 102 

tacttttatc taccacratg tgagctccrc 
gatgaggtca attctgrgta tataaagagt 
ctttgaatcc cacaaagctc actttgtact 
ctcagacgaa accaagcatt ttggggaatt 
ttaacaatct tttatttctg ttgttgi:tt:t 
cctgttgttc atcrtcgrcc tcatggttga. 
gtcgaagaga aaggggtcca agggaaaggcf 
gaLtggtaaa ggtagagtca cggaattaai. 
taacafcgct ggaaaatcac aaaaataagt. 
ttgatttcaa taataarcaa aataacaacc 
atgaaatgga cattgtaatt . tactttga-d. 
rtgaaaataa atttgtccca gaagartrta 
tatractcag atatttgttc aaaccaataij 
aacacacatt cagatgtrac cagtcaagau 
T;ccrctgtat gtaraartgt ttaactggta 
atgtartaat tgtcatttaa tataatctg*: 
ttttacacag ctggcgggat aatitatcggtj 
ttacrgtgta aratttatag rtatgatca.j 
tgaacttctc catcagtcac ctcgggcagrj 
aggaggggga ggagctcaac aagcgccca^j 
rrgactgaag aagtcgccct gaaggagccc 
attgaaataa ataaracgtt tacctgcaao 



ctgttataac tctaaatgtt acacaatgaa 60 
tgcctctgtia tagragacaa cetatittcac 120 
caacaggtaa gatcgatatt taaaaacraa 180 
tgctcaactt ctaaatgnar gatacaaai;g 24 0 
ttgtaggarg aagttcactg ccaccctcct 300 
tctcggagag ggtcgtcgta agaaaaaggg 360 
gtccaaggga aagggcaggt ggttggacag 420 
ttgcttttta catrgcaaac arttttcata 480 
agtcaatata tttggccaaa tagaatcacc 540 
caaaaggcct ttgartagca tgttccttca 600 
ctcacatgct acgaccrgcr gcagcaacat 660 
aagracartg ttataggcga tttatccttc 720 
aataactgga tctctatgct aaaataataa 780 
tgaacgctgt ttaaaagraa gratgaaaca 84 0 
acttatagtc ctaaraattg cgttatggaa 900 
rggaatttat caccgtgrgt ttttgtttgt 960 
ggggcccttg agtaaggact tctaccarca 1020 
tacagtratt aacaacttct cttgnctcgc 1080 
ggcaggtgca ggggccggat tacgactacc 1140 
acgargatga cagccccagt -cttattrttt 1200 
tcagatgaca tanaatgctt ctggcttttc 1260 
agcaaccatg 1300 



PAGE 31/134 * lUVD AT 1212812007 3:13:20 PM [Eastern standard Time]* SVIlUSPTOfFXIV^^^ 



D8C-28-07 03:19pm Frcrn-SIMBAS LTD 



416595 7306 



T-OM P. 032/1 33 F-469 



<210> 103 
<211> 824 
<212> DNA 

<213> Hippogl053us hippoglossus 



cactgccaec ttcc.ggtgt .g^ca.ggt eg.™ .-.aa-^ 
gagagggrrr gggaaat.gg atggggcccc -t;^-|-|| ^^I?Scgaa Itaagtagtc 180 
gctttttcca ttgcaaatar rttaatattg ^^^^^^"^^^ aatcaaaata acaatcaaaa 240 
gatatatttg gccaaataga ateacttcg. ttrcaaraat ^^^^J^^^^J ^gatgctca 300 
Iggcctttga tragcatgtr -i:tcaata , ^-^^gacarr ^aagtttart 
catgcaccga cctgcrgcgg caacaattg« ^^^^^^^"J ?cttataaat atagaataac 420 
tttttctagg tgatttaarc tttccacra» "^gattrgt agattgaaca 480 

tggaccttta tgccaaaata 3"^^-^^^;' ^^^^^^^^l" rgtttaactg rlaacaaaag 540 
ctacttaaaa gtaatacaaa acatcacct.j altatcsurt gcttgaattc 600 

tccaaataat rgt:g«atgg aaatgtatt, ^"^^"^^^ gJlggccttg cagtlaggac 660 
atcaccatgt grrtttcgtt ^^"t^ac. caggcgaaaa ^aagg g ^^^^^^ ,^0 

rcSrgfct rg^c^gfc^f. "^gg irgaa^cag ajgtcgcag .cacgacgag .80 
cggclgcagc agcagcagga gctcgacaag cgcgcagtog atga 



<210> 104 
<211> 193 

<212> DNA , 
<213> Hippoglossus hrppoglossus 



IIITJIL «,cca=c„ cct„c^;, «=«„.^| tc™= 

""""^^ i" 

gcagrcgatg aaa 



<210> 105 
<211> 281 
<212> DNA 

<213> HippoglQssus hippoglossus 



<400?' 105 H-+-r.ii-cfatca tcctcatagc rgaacctgga 60 

cg^cacrgr. TSllT.ll tlargfggg^ = -gcg^S cgg^acgac -240 
gag"gcagl Iggaggagct cgacaagc:gc gcattcgatg a 



<210> 106 
<211> 194 

<212> DHA 

<213> Hippoglossus hippoglosB'js 



<400> 106 ^^,4. -,-,-^^rfJO■cc atcctcatgg ctgaacctgg 60 

tatgaagrtc actgccacct tcctggtgtt ^^lUllllt aaaaagaalg ccttgcacat 120 

ii'kiiii ntiT<s,ii ii^iT^Tc^ i"^^ -™ ii; 

cgcagtcgat gaaa 



<210> 107 
<211> 669 
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<212> DNA 

<213> Hippoglossus hippogiossus 



^ ~ ESSi iiS iiil h 

cga.rrttac -^^9^^^-^^ t^caatSEa «tcaaa«aa caaLcctag gcgatttaat 240 
ccaattagaa tcactttgac ttcadtaata auca«iaax^« ^^.ftrratettt arqqtaaaat 300 
atttgcarra attggatt^g ti:ttt:aaaaa "^^^^^^^^ ac?act?agl sg^Itgtata 360 
aattLacat acattcrgat tttaccagtc ^^^-^^^^^^ "agtcc«lt alcrgtgtta 420 
aaacatcarc tgtatgtata attgtTiraac ^g"^"^*^ ^rlatcacca tgtglttttg 480 
tggaaatgta rtaattgcca "taa.atca -^tgcttgaa ^-^atcacca ^^J^^^^^^ 
tttgtrttta cacagttigga asgtiigatcc ^^^^^^aagg ^ ctcgctgact 6O0 

gtatrtrraa-tagtattarc ^^-^^^^"^^ gacgagcagc aggJgctcga caagcgcgca 660 
ctctccatca gactcatcca tggcggtitac gacgagc^gu ayy y ^ 

gtcgatgaa 



<210> 108 
<211> 1006 
<212> DNA 

<213> GlyptocephaXus cynoglossuj; 



lilZcllU tattcgcaag g.aagagcga .atacc.caa atrca..cgg atgagaccaa 60^ 
Icatttggga aatgtgctca gcttgttac^: 9"^^^^^^^ ca^S^g^tc atggtcgtcc 180 
Ltgtrgttt ttgtagaatg aagttcgcr.j ^^gcc^tccr -J^gatgttc ^ ^ 
tcatggccga acccggagag gctcgttggg ^"^Sjrctt ^^^^^^^^^^ tagctgglaa 300 
gagtcacaga attaatttgc ^ttttacacc ^eaaatac.. -^^ataa^^ ,,I,.?L.a 360 
atcacaaaaa taagggcttg -""^^tgj cttcaataaa atggacattg 420 

atcaaaataa aaatcagaaa ggcctttgac "gcargt^c a^caaatntg 480 

tagtttattc tgattctcaa atgcaccaac =t9ctgcggc ^acaa g ^tc 540 

tctccgaaac acttaaagta catrtttcga ^^caarttaa ^^^^J^J^^ laca?tctga 600 
g.tttraaaa -".agaara ^^^^^atctt ta.gccaaaa ^a^aa^^^^ ci:gtatgtat 660 
ttttaccagt caagattgaa cgccacttsa ""3"^^"^ araaaaatat attcattgtc 720 
aattgrttla crrtcaacca acagtcc^sa ^^-"^tgtt -jg^-^^^JJ acacagrtgg 7B0 

=rag rg^fcSS ToS 

fg™ fgr^g^cgrg HT^llV^l "^0^0^ ^ 
^gttatrgt t^ctlaaiga agaag^cg<:c ttgaaggagc cttcag 

<210> 109 
<211> 1007 
<212> ONA 

<213> Glyptocephalus cynoglossas 

«IOO> 109 ,. = ^=ri-i-naa attcarttag acgagaccaa 60 

gcccactttg tattcgcaag gtaagagcaa tatatttcaa atlttctttt 120 

gcatttggga rctgrgcrca acztgtaact: ^tacaatgca atggtcgtcc 180 

?ctgtcgrrt tcgtagaatg ^^^^^^"^ calctgccrr gJaCggatc tarcarjgta 240 
tcatggccga ^-^^^S^Sag ^^rgcrtgga ^^cctgccrr l^^^^^^^^ tggctggaaa 300 
gagtcacaga gttaattcgc ttrttacatt tccctttgat ttcaacaata 360 

atcacaaaaa tgagractcg aratarttgg ""^tagaa ^ atggacatrg 4 20 

atcaaaaaca caatcaaaaa gg^cartgar aacaat^gaa tccaaatttg 480 

tagtttattt tgattctgac a^g=«^^"^^ rccatrag?c ggatttgttt taaaaaatac 5 40 
tcrcagaaaa atttaaagta cattrtt .tt S^ctgatttt accagtcaag 600 

agaaraactg gatctttatg ctaaaat.^at ^"gltaai:^ gtttaacttt 660 

lUimill «cra:r.r. rgfgftafgg llllT.lltl a«?tea«. Lta.cattC 720 
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sg': f£HHi SEH EiE iH 
Eiii iiH Hiii i~ — 

<210> 110 
<211> 1007 
<212> DNA 

<213> Glyptocephalus cyno^lossos 

</|00> 110 4. = a«s.r.f.-a tatacttcaa atticatcrag acgagaccaa 60 

gcccacuttg tattcgcaag gtaagagc.a ^^^""^^^ aatottaaca atattcttct 120 
Icat^tggga tctgtgcrca acctgcaact ^tataatgca aatgttaaca 
Ltgttgrtc rtgtagaarg --S^tcgc g g^^^agga^o ratcatgg.a 240 

tcacggctga -"^ggagag ^^tgcttg .a tgc«gc«r ^^^^^^^^^ tggctggaaa 300 
gagtcacaga gttaatctgc ^"ttaca t ^^a tccerrtgat tt:caai;aatB 360 

= Hi— ill isiB a— iiEii i 

i "S'ii" ™" 

bh^ br,?r,i 



<210> 111 
<211> 201 
<212> DNA 

<213> Glyptocephalus cynoglos^us 



aJnaagt^ca crgccacctt ccrggtgt rg ttcatggtcg wctcatggc i;ggat:cogga 60 

™r, li-iii *™- ''™ E 

cccagtgcta rtgtttttga a 



<210> 112 
<211> 862 
<212> DNA 

<213> Glyptocephalus cynoglosjjus 
<400> 112 



sliiSin—iSHEHiiiigl 

r,r« ^i"c"o5e ^r.i:^^;r= s = = 300 

,,c..c... c,..jtc.„ .„,.c.c., ^««tc„ .^^>c.«^ 3eO 
tctagqcgtt ctgattttac ct^tc^i^at t,.ao.C9.c «S0 

^ns^sn "iiiiitii "a-w.c. »".«,^c 
ssitki »?Jr=::f, ',?5r="a',:^ ™s 
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ag.a.ggact tcacca.ca «act..g.. a..™ -t--a.c agtactg^^^^^^ vac 
ttgacaacta ctcttgtcrc tgrgactcto ^^^^^|9^tt m ^ tgactgaaga 840 

caggagctcg acaagcgcrc aatggatgao gagcccagtg ctat g 
agtcgccttg aagagcctto ag 

<210> 113 
<211> 782 . 
<212> DNA 

<213> Glyptocephalua cynoglossus 

..«=,c.., :?rt?*?r,? '"o 

?ct,.cg«r tt9=.9a»t, "9«=go , 111%%^ .gS'tcLg, 2.0 

^jr=:"r.? r=r,in"^ '=""r.a;;t ^ts-t ™ tio 

arcatctgta carataatrg tutaactgtit aacoaatagt -f^-aataacr 9^9j^9^^g 

'gS^^^su ~i H Si ? I'iri 

=s r~ r~ f ~ ^ 1 

ga 

<2a0;> 114 
<211> 185 
<212> DNA 

<213> Glyptocephalus cynoglossus 

aJgaag^tca ctigccacctt cctgg.gttg trcatggtcg tcctcatggc tgaacctggc 60 
gaggg?tatt gg?gc«ccg caaccaccgt ggtga.agg. tatcccagag 9-^^"^-^ ^^^0 
gacgtcgagc agcaggagct cgacaagcgc tcagrggatg acgagcccag ttctattgct 18U 
tttga 

<210> 115 
-^211> 837 
<212?' DNA 

<:213> Glyptocephalus cynoglossus 

i«aag«ca ctgcoaccrt cctcgtg-.tg ctcatcgtoa tgtttgaacc tggagagrgt 60 
^^^taaaata ctlcttcacc gggtccaoca tggtcgggtc acggaagtag ttcgatttct 120 
Tcllllclll rl«taa«g ??Icata..ca ratgagtagt cgatarartt gg-aa^rag 180 
aatcactrtq acttcaacaa taatcaaaaa caraatcaaa aagcccattg atLagcatgt 240 
tccttcaat? aaarggacac tgaggttcar tttgari:ct:c acaggcacca ^cctg^gcg 300 
acScaattg cattllaatt tgtcccaaag aaacttaatt aacatrrtct ggcgatttaa 360 
rctctqcata aatrggatrt g^rct^aaaa ataragaata aotggatcrc tatgc^caaa 420 
taattlatca taca??otta Irctarcagr caagai:t:gaa cgctacttaa aagt:atgtat 480 
a^fac^tc" ctgrargtat aattg.ttaa crtttaacra aaagrcctaa ;-|«^tgtt 540 
atggaaatgt atcaatrgtc a^ttaararc atcnccttga atttatcacc •^gtgttctt 600 
gt?tggtt?i: racacagctg gaaggttgac ccataggtaa ggacctctac ^^^^^"^^^ 660 
qtataatgtt aaraarag<;a tcarcatcag ractgctatt garaactccr ctrgtc^cgc 720 
?g"tctSc catcagattc atcaaacgtc acggtgacgt cgagcagcag g-9ctcgaca 780 
agcgctcagt ggatgLgag cccagttcta ttgcttnrgc ctgaagaagt cgccctg 837 
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<210> 116 
<211> 748 
<212> DNA 

<213> Glyptocepjaalus cynocjlossus 



<400> 116 

a.tgaagtt.ca 

gactgratrt 

gatttttacg 

caagtagaat 

tttgcattaa 

attaaacata 

aacatcacct 

ggaaargtat: 

ttgttrrrac 

tiaarrtt&ag 

tctccatcag 

agcagcagga 

gaagaagtcg 



ctgccacctt 

tuggatrgat 

tggcaaatat 

cartttgact 

ttggart-tgt 

cattctgata 

gtatgrataa 

tcattgtcat 

acagcrggaa 

agcattarca 

actactcggc 

gcrcgacaa^ 

ccttgaagga 



cctggtgttg 
tgcgactgcg 
tttagtataa 
tcaataat&a 
crttaaaacit 
ttaccagtcra 
ttgtttaac't 
ataatatc^tt 
ggrrgatcca 
tcagtactijt 
cttcatcawg 
cgCT:cagtfjg 
gccxtcag 



tt;catggtcg 

gtccacaarg 

cataccttat 

tcaaaataac 

atagaataac 

agattgaacg 

gtcgactaat 

trgcfcgaan 

taggtaagga 

catrgataac 

ggcctcccgg 

atgaggagcc 



tcptcatggc 

gtaagtcaag 

gagtagtcga 

aatctctagg 

tggatcttaa 

cracttaaaa 

agtcccaata 

tra-ccaccat 

ctcctaccat: 

ttctcttgrc 

gttctggcac 

cagtcctatt 



tgaacctgga 

gaattaattc 

tatatttgac 

caatttaata 

tgcuaaaata 

gratgtataa 

artgtgttat 

gtgtrtttgt 

cattactgra 

tcgctgactc 

ggtgacgtcg 

gcttttgact. 



60 

120 

180 

240 

300 

360 

420 

4S0 

540 

600 

660 

720 

748 



<210> 117 
<211> 748 
<212> DNA 

<213> Glyptocephalus cynoglossus 



<40D> 117 

atgaagttca 

gactgtattt 

gafcrttact 

caagcagaat 

crrgcattaa 

atiraaacana 

aacatcatct 

ggaaargtat 

ttgtttttac 

taattttaag 

tctccatcag 

tgcagcagga 

gaagaagtcg 



ctgccacctt 
rrggattgat 
tggcaaatat 
cattttgatt 
ttggatttgt 
cattctgata 
grargtataa 
tcattgtcat 
acagttggaa 
agcattatca 
actactcggc 
gctcgacaag 
ccttgaagga 



cctggtgttg 
tgcgactgcg 
tttagtataa 
tcaataataa 
ttctaaasat 
ttaccagt ca 
ttgttraoCt 
ataatatcat 
ggttggtcca 
tcagract.gr 
trrcatciitg 
cgctcagi.gg 
gccrtca(j 



rrcatggtcg 
gtccacaatg 
cataccttat 
rcaaaataac 
atagaataac 
agattgaacg 
gtcgactaat 
ttgcttgaat 
tgggtaagga 
tattgataac 
ggcctcccgg 
atgaggagcc 



tcctcatggc 
gtaagtcaag 
gagtagtcga 
aatctctagg 
tggatcttaa 
ctacttaaaa 
agtcctaata 
ttatcaccat 
cttctaccat 
ttctcttgtc 
gttctggcac 
cagtgctatr 



tgaacctgga 
gaattaattc 
tatatttgac 
caatttaata 
tgCtaaaata 
gtatgtataa 
attgtgttat 
gtgtttttgt 
cattactgta 
tcgctgactc 
ggtgacgtcg 
gtttttgaat. 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

748 



<210> 118 
<211> 748 
<212> DNA 

<213> GlyptocephaXus cynoglossus 

<40o> iia 



llglWzlca ctgccacctt cctggtgctg ttcatggtcg tcctcatggc tgaacctgga 60 
□actaLttt tuggattgat tgcgactgcg gtccacaatg gtaagtcaag gaattaattc 120 
aattCtacQ tggcaaa?at rtragtacaa cataccttat gagtagtcga ^^atatttgac 180 
?!!^r«!aat elttttogct tcaataacaa tcaaaataac aatctctagg caatttaata 240 
tttgcaltaa ttggl"^ ^tttaaaaat atagaataac tggatcttaa ^S^taaaata 300 
a"aaacata ca?lctga?a ttaccagtca agattgaacg ctacttaaaa gtatgtataa 360 
aacateatct gtatgtataa tcgttteact gtcgactaat agtcctaata attgtgttat 420 
aaaaatgtat Latlgtcat ataatatcat ttgcttgaat ttatcaccat gtgtttttgt 480 
«at«!tac acagttggaa ggttggtcca tgggtaagga cttctaccat cattactgta 54 0 
?Iatt«aag agclttltca tiagtlctgt tattgataac ttctcttgtc -c.gctgactc 600 
tctccatcag actactcggc tctcatcatg ggcctcccag S^tctggcac ^^^gacgtcg 660 
agcagcagga gctcgacaag cgctcaotgg atgaggagcc cagtgctatt gtttttgaat 720 
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igattartac argccaaara tgtr.aacg^a trr^.^J::! ;aatcaaaaa ggcctrtgat 240 
acaagcagaa toactrtgat ttcaatagra ^ttaaaataa ."^^^.^^J^^ ??gcat=gac 300 
tagcacgttccttcaatgaa atggacartg aggtrrattt tgatrctcac ^ 
ctgctglggc aactattgaa atcaaatttg tcccagaaga -ctaaatta 

ra^acraaa: "iralaa^c ^fall^fctg If^rtafcrg fcaagl.cga aca'c?ac..a 480 
'a^^^ta^gra ^aaa^cat^a .crgtatgJ raacrgtttg ac«rtaaca -tagtcaaa 5 0 
ataattalta tggaaatgca ccaattgtca tttaacatca tttacttgaa tttatcacca 600 
tg?q"?gtt rg?ttttLg caggtggaog rtttctcaat .gcgcaaggac "ctaccacc 660 
lllTcvglll alttttaara gtattai^cat cagcactcLt attgacaacg tctcttgtct 720 
cgc?ga«S ctctatcaga Itaaacccag ggtatcgcgg ttacgacgag cagcaggagc 780 
tcgacaagcg cgcagtcgar ga 



<210> 120 
<2\1> 661 
<212> DNA 

<213?' Eopsetita jordani 
<400> 120 

atgaagrtca ctgccacctx- cctggtgnig 
gagggtttct ttggagccct t-ctcaaag-jr 
ggcaaataat tttgrataac aratcatang 
actttgattt caataataat caaaaraaoa 
tggatrttat aaaatataga acaactggat 
rgattttacc agtcaaaatr aaccacract 
tttaattgtt caactttraa caoatagtcc 
gtcatataat atagrttgct tgactttacc 
tgcccaggcg ctccatgggr aaggactrct 
tatcatcagt actgttatta acgactrctc 
tccacaatgc tcgtcacggt tacgacgagc 



rcctT;ggtcg rcciicatggc tgaacct-gga 60 
agagtcacgg aattaatttg attgttacar 120 
agcagtcgat gratttgacc aagaagaarc 180 
atctcttgga gattatatat trgcaataat 240 
cttaatgcta aaataattaa acatacattc 300 
ttaaagtatg taraaaacat catctgtatg 360 
aaataactgt gtaatggaaa tgtartcatt 420 
accgtgtgtt-^crtgtrtgtt t tx tcacagg 4 80 
accatcarga ctgtgtaagt fcaataatat 540 
txgtctcgct gactctctcc atcagaatca 600 
agcaggaact caacaagcgc gcagtcgatg 660 



<210> 121 
<211> 1011 
<212> DNA 

<213> Eopsetta jordani 
<400> 121 

gcccactrrg tattcgcaag graagatc aa 
ccgtttgcga aatgtgcrca gcttgtt&tt 
ttctgttfct ttgragaatg aagttcacxg 
tcatggttga acctggagag tgtggttcrga 
gaarcacgga attaattagc tn-cttacaCi; 
cacaaaaata aatagtcgat atatttg^fcc 
ctaaaraaca acctaaaagg cctttgai.ca 
gtttattttg attctcacat gcaccga«:ct 
cagaagaatt caaagtacat ttutccaqgc 
aataaataaa ragaataact gaagcgei:at 



tatttttcaa attcatttag acgagaccaa 60 
gtataataac aaagttaacg arcrttattn 120 
ccaccttcct gang-ctgtmc atcttcgtcc 180 
aagattggtt tcgtaaggct aagaaaggta 24 0 
gcaaatagat rrrttawac agctggaaar 3O0 
aattagaarc actttaartt caataataat 360 
gcatgttcct tcaatgaaaa ggacattgag 420 
gtgcggcaac aatrgaattc agatttgtcc 480 
gatiraaatct rrccartact: cggatttaaa 540 
gataaaataa ttacacattc artctgattt 600 
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gaag^agtcg ccttgaagga gccttcag 



748 



<210> 119 
<2ll> 802 
<.21Z> DNA 

<213> Eopsetta jordani 



<400> 119 

atgaagttca 

gagtgttttt 

tga;:tatt:ac 

acaagtagaa 

tagcargttc' 

ctgctgcggc 

ggccat ctaa 

tatgctaaaa 

aaagtacgta 

atgattgiita 

tgrgttcgtt 

attactgrgi: 

cgctgaccct 

tcgacaagcg 



ctgccacctt 

ttggaa-cgcg 

acgccaaata 

tcactttgat 

ctrcaatgaa 

aactattgaa 

tctttgcatg 

taataaaaac 

taaaacatca 

tggaaatgca 

t-gttttttag 

aattttaata 

ctctatcaga 

cgcagtcgar 



cctcgtigt C'j 
ttttcacgg'? 
tgtr.aatgaa 
ttcaa-tagta 
atggacattg 
atcaaatttg 
aattggattc 
acacattctg 
tctgtatgra 
tcaattgtca 
caggtggaog 
gtattatcat 
t-taaacccag 
ga 



ttcatggrca 
gtccacQatg 
acataccata 
attaaaataa 
aggctrattt 
tcccagaaga 
gcttrcaaaa 
artttaccag 
taattgtctg 
tttaatatca 
rttrctcaat 
cagtactcLt 
ggtatcgcgg 



tcgtcatgtt 
gtagggtcac 
tgagcagtcg 
caatcaaaaa 
tgarrctcac 
aactaaatta 
atatagaata 
rcaagattga 
acttttaaca 
tttacxtgaa 
.gcgcaaggac 
attgacaacg 
ttacgacgag 



tgaacccgga 
aaaagtgatt 
tattatttgg 
ggcctrtgat 
ctgcatcgac 
acat.tttci:a 
actggatatt 
acactactita 
aatagtcaaa 
ttratcacca 
ttctaccatc 
tctcttgtct 
cagcaggagc 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

802 



<210> 120 
<211> 661 
<212> DMA 

<213?' Eopsetta jordani 



<400> 120 

atgaagrtca ctgccaccfC cctggtgn:g 
gagggtttct ttggagccct tctcaaag-jt 
ggcaaataat tttgtataac aratcata::g 
attttgattt caataataat caaaat:aa'::a 
tggattttat aaaatataga acaactggat 
tgatttracc agtcaaaatt aaccactact 
tttaattgtt taactttraa caoaragtcc 
grcacataat atagtttgct tgacttracc 
tgcccaggcg ctccatgggt aaqgactrct 
tatcatcagt actgtcatta acgactrctc 
tccacaatgc tcgt;cacggt tacgacgagc 



tccttggtcg rccccatggc tgaacctgga 60 
agagtcacgg aattaatttg artgttacat 120 
agcagtcgar gratttgacc aagaagaarc 180 
atcrcttgga gattatatat ttgcaataac 240 
cttaatgcta aaataattaa acatacattc 300 
ttaaagtatg taraaaacat catctgtatg 360 
aaataaccgt gtaatggaaa tgtartcatt 420 
accgtgtgtt trtgtttgtt ttttcacagg 480 
accaccargs ctgrgtaagt tcaataatat 540 
ttgtctcgct gactctctcc atcagaatca 600 
agcaggaact: caacaagcgc gcagtcgatg 660 



<210> 121 
<:211> 1011 
<212> DNA 

<213> Eopsetta jordani 



<400> 121 

gcccacrrrg tattcgcaag graagatcaa 
ccgtttgcga aatgtgcrca gcttgtt£.tt 
ttctgtrtrt ttgtagaatg aagttcacirg 
Ccatggttga acctggagag tgtggttcrga 
gaarcacgga attaattagc tuiittacatt 
cacaaaaata aatagt:cgat: atattcgcfcc 
ccaaaraaca acctaaaagg cctttgai.ca 
gtttattttg attctcacat gcaccga<:ct 
cagaagaatt caaagtacat ttrtccatjgc 
aataaataaa cagaataact gaagcgcnat 



tatttttcaa attcatttag acgagaccaa 60 
gtataataac aaagttaacg arcrttatrt 120 
ccaccttcct gatgrtgttc atcttcgtcc 180 
aagattggtt tcgtaaggcr aagaaaggta 24 0 
gcaaatagat ttrttaraac agctggaaat 300 
aattagaatc actttaartt caataataat 360 
gcatgttcct tcaatgaaaa ggacactgag 420 
gtgcggcaac aafcgaattc agatttgtcc 480 
gatraaatct ttccartact cggatttaaa 540 
gataaaataa ttacacattc attctgattt 600 
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.acaagtca. ga^tgaacac ta«aaaaag -^tgta.aaa aca.ca.ctg t-gra^^^^^ 660 
tgrrraactg ttaatagrct taacaattgt ^tt.^ggaaa tg-^^aatt ^ 
arcatttgct tgagtttacc atcatgtgtr tttgtttgtt J ttttgatagt 840 

gttggcggcr tggcccrtaa gtaagaactt "accatcar ^acrgtataa ^^^^^^^^^ 
at.a?cacca gtactgttat taactacttc ^«rgr^^^^^ ^^^^^egcag ^cgitgLga 960 
catccgcagt cattaccttg gcgagcagca 99^^^^^^^^ aalaccitca g 1011 
czcccagtgtt actgtctttg actgaagaag tcgccttgaa ggagccttca g 



<210> 122 
<211> 826 
<212> DNA 

<213> PlGuronectes vetulus 
<400> 122 

atigaagrtca ctgccacctr cctcatgai:t 
gagtgtggta ttaggaaatg gtt.taaaa.ag 
tgctttttgc tttacaaata tttt ttta^a 
gatgtattcg gccaartaga atcaci:tt:ga 
aaggcctrrg attagcatgr tcctccaazg 
acargcaccg acctgctgcg gc«*acaatcg 
taaacrrttc tagatgartt aatctttcca 
taacrcaatc actatgataa aataaraaca 
gaaaacttct taaaagtatg racaaaacsT; 
caaaaagrcc aactaattgi:: gtr^atggaat 
tgagtttatc aatatgtgtt rttgtttgtt 
ggcccrcaag taaggaccrc taccattatt 
tactgttati: gacaacttct cttttcctgc 
cttgccttga caagcagcag cagctcgaca 



ttaatcttcg tcctcatggt cgaacctgga 60 
gctgctcacg gtaaagtcac ggaattaatt 120 
gcagctggaa aatcacaaaa ataaatagnc IBO 
tttcaaaraa taatctaaat agcaacctaa 24 0 
aaatggatgt tgaggtttat tttgattctc 300 
aattcaaatt tgtcccaaag gaattcaaag 360 
taactcggct ctgtttttaa aaatatataa 420 
catacattcr gattta^aca agacaagatt 480 
catctgi:rrg tataattgtt tatcatttca 540 
tgrataaatt gtcatttaar ataatttrtt 600 
ttacacagtt ggcaaggaag ttggcaaggt 660 
acrgtataat tttgatagta ttatcacccg 720 
cgactctctc catctgactc atctgcagng 780 
agcgcgcagt cgatga 826 



<210> 123 
<2ll> 1017 
<212> DNA 

<213> Pieuronectes vetulus 
<400> 123 

gcccactttg tattcgcaag gtaatatc:ga 
gcatttggga aargtgctaa ggtrgrtcict 
tctgtttttt tttgcagaat gaagttc<ict 
ctcatggtcg aacctggaga gtgtggrv.tg 
agagtcacgg aattaatttg crttttgcint 
tcecaaaaat aaatagtcga tgtatutcjgc 
tctaaatagc aacctaaaag gcctttgiitt 
ggtttatttt- gattctcaca tgcaccgacc 
cccaaaggaa ttcaaagtaa act:tttci:ag 
tttttaaaaa tatataaraa ctcaatcccr 
ttatacaaga caagattgaa aacttctcga 
aattgtttaa cagttcacaa aaagtccMc 
atttaatata atT;tttttga gtttatcaat 
aagaaagrtg gcaaggtggc ccttaagcaa 
gatagtatta tcaccagtac tgfcattgac 
ccgactcatc tgcagtgctt accctggcga 
tgaagagccc agtgttattg cttttgactg 



tatttttcaa actcatttag acgagaccaa 60 
gtataatgca aaattaatga tctttattrt 120 
gccacct-ccc tcatgatttt aatcttcgtc 180 
aagaaatggt ttaaaaaggc tgttcacggt 240 
tacaaatatt tcc-ctatagc agctggaaaa 300 
caa-ctagaat cactttgatt tcaataataa 360 
agcatgttcc ttcaatgaaa tggatgttga 4 20 
tgctgcggca acaatrgaat tccaatttgi: 480 
gcgatrtaat ctttccataa ctcggctttg 54 0 
atgataaaat aataacacat acattctgax; 600 
aagcatgtat caaacatcat ctgtttgtat 660 
taatrgtgtt atggaattgt ataaartgtc 720 
atgtgtttct. gtttgtttta cacagttggc 7 80 
ggacttctac cactattact gtgtaatttt 84 0 
aacrtctctt trcctgctga ctctctccat 900 
gcagcagcag ctcgacaagc gtgcagtcga 960 
aagaagtcgc crtgaaggag ccttcag lOl 



<210> 124 
<211> 814 
<2l2> DNA 

<213> Platichthys stellatus 



PAGE 39/134' RCVD AT 12/28/2007 3:13:20 PM [Eastern Standard Tlm^^ 



Dac-28-07 03:23ptn From-SIMBAS LTD 



416595 7306 



T-OU P. 039/133 F-469 



iia ^ ~ iiiS h 



cgttttctgc ^^r:":::: "ttcaataa taatctaaat aacaaccaaa 240 

caatatatti: ggccaatcag ^atcactttg ^S^tcaataa jaat ^^gcaccgac 300 

aaaacciittc ctttaatgaa atgcacgttg aagrTmaTix-t ^.yaouw =.*l4-i.4-i.^ra 360 

: ; s = .0 

taattglgtr atggaaatgt ataaatcgt c atttaatatc atttgcttga gtttatcatt 600 

aUtgtttnt gt??gti:ttt acacagttctg caagcatatt ggcaaggcgg cccttgagta 660 

aaaaStcta ccai:cai:tac tgtaraati.t tgatagta^t atcaccagra ctgttattga 720 

caa««tct tg«ctgatg actct:grr<:a rccaactcat ctgcagtgct racattggcg 780 
ggaagcaaga acrcgacaag cgcgcagticg atga 



814 



<210> 125 
<2ll> 670 
<212> DNA 

<213> Reinhardtius hippoglosso Ldes 



atgaagttca ctgccaccrr cctggtgtcg rtcarggi:cg rcctcatg^c tgaacctgga 60 

gagggrrttt tcggattgct trttcacggg atccaccatg gtagggtcac ggaattaatt 120 

Igltgtttac arggcaaata tttraagaca acacaccata rgagtagrcg ^^^ratttga 180 

ccaa^tagaa tcactttaat rtaaaraata atcacaataa caarcrctag gccatttaat 240 

ctttccatta atcggatttg tttttttaaa tatagaataa ctggar.cttt atgcraaaat 



240 
300 



aatgaaacat acartctgat tttaccagtc aagattgaac gtcacttaaa agtatgttta 360 
aaacatcatc tgtatgrata atrgtittagc tgtaaacaaa tagtccaaat ^a^grgtta 420 
tggaaatgta ttaattgtca rataatataa tttgcttgaa trcatcacca tgtgtttttg 480 



taaaaaT^QT^a Tl\.<*eH-Ug U^Si i_eau«wi»^ ^ ^ - - 

tt^gtttttc aacacagctg gaaagttgat ccatgggtaa ggacttctac catcatracr 540 

gtgtatttct aaragtatta tcatcagtac tgrrattaac aacttctctt ctatcgctga 600 

ctctctccat cagactcatc catcatgctt acgacgagca gcaggagctc gacaagcgcg 660 
cagtcgatga 



<210> 126 
<211> 813 
<212> DNA 

<213> Hippoglossus stenolepis 
<400=> 126 

argaagttca ctgccacctt cctggtgt.tg 
gagggtttgg gaaarrggat ggggccccat 
rtirtrccatt gcaaatattt taatattcjca 
tatattrggc caaaragaat aactttgiitt 
gcctttgact agcatgttcc rtcaataaaa 
tgcaccgacc tgctgcggca acaattgaaa 
rtrctaggiig armaatctt t:ccarrc<<t.c 
atcttcctgc raaaaraata aaacacaoat 
cttaaaagra tgtataaaac arcarcc-jta 
caaataattg tgttaaggaa atgtatt iat 
caccargagt tttttgtrrg ti-ttt-acica 
craccatcat tactttgtaa tr.tttat.jgt 
tcttgtctcg ctgactctcr ccatcaggat 
gcagcagaag ctcgacaagc gcgcag-c-^ga 



ttcarggtcg tcctcatggc tgaacc^:gga 60 
atcagcggta gagtcacgga attaatttgc 120 
tagctggaaa atcacgaaat aagtagtcga 180 
rcaataataa tcaaaattac aatcaaaaag 24 0 
tggacattga agtttatttc gatgctcaca 300 
tcaaatttgt ctcagaattc aaagtacatt 360 
tgatctattt tataaatata gaataactgg 420 
-tctgatttca ccagtcaaga t-Cgaacacta 480 
tgrataattg tttaactgtr aacaatagtc 540 
tgtcatttaa tatcatttgc ttgaatttat 600 
ggragaaaga aggccrtgca gtaaggactt 6€0 
attaT:catca gtactgttat tgacaacttc 720 
gaacrcagag cgtcgcagtt acgacgagta 780 
rga 



<210> 127 
<211> 668 
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I 



<212> ONA 

<213> Hippoglossus stenolepis 



<400> 127 

atgaagttca 

gagtqttttt 

cgacttttac 

tatattagaa 

atttgcarta 

aatc&aacat. 

aaacarcatc 

tggaaatgi;a 

gtacttttaa 
ctctccatca 
grcgatga 



ctgccacctt 
rgggattgct 
atggcaaata 
tcactttgat 
attggatttg 
acattctgar 
tgtatgtaca 
tcaattgtca 
cacagrcgga 
tagtattatc 
gact;catcca 



cctggtgttg 
ttttcacgqg 
ttttaagat a 
trcaataat a 
tttttaaasia 
tttaccagt c 
attgtt:ta«'.c 
i:T:taatatc:a 
aatttgatcic 
atcagtaci:g 
tcacggttac 



tccatggtcg 
gtccaccatg 
acacaccata 
atcaaaacaa 
tatagaataa 
aagartgaac 
tgctaactaa 
tttgcttgaa 
atgggtaagg 
ttattgacaa 
gacgagcagc 



tccccatggc 
gtagggccac 
tgagtagtcg 
captctctag 
c'cgga'Ccttt 
actacttaga 
tagtccaaat: 
tttatcacca 
actstctacca 
cttctctrgt 
aggagcccga 



tgaacctgga 
ggaagtaatt 
atatatttga 
gcgatttaat 
arggt^aaaat 
agtiatgtata 
aattgtgtta 
tgtgtttttg 
tcattactgt 
ctcgctgacr 
caagcgcgca 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

668 



<210> 128 
<:211> 1015 
<212> DMA 

<2l3> Pleuronichthys coenosus 



<400> 128 

gcccactttg 

gcarrtggga 

tctgtttttt 

ctcatggtcg 

aaagtcacgg 

tcacaaaaat 

tctaaatagc 

ggrttafctt 

cccaaaggaa 

trtttaaaaa 

-craracaaga 

aattgtttaa 

attTiaatata 

aagaaagttg 

gatagtatta 

ccgactcatc 

tgaagagccc 



tattcgcaag 
aacgtgctaa 
trtgcagaat 
aacctggaga 
aatraatttg 
aaacagrcga 
aaccCaaaag 
gattcrcaca 
ttcaaagraa 
tatataataa 
caagattgaa 
cattrcacaa 
arttttttga 
gcaaggtggc 
tcaccagrac 
tgcagrgctt 
agtgttattg 



gtaatatcga 
ggttgttact 
gaagttcacr 
grgtggtatt 
ctttttgctt 
tgtatttggc 
gccttrgatt 
tgcaccgacc 
acrtttctag 
ctcaatccct 
aacttcrt ga 
aaagtccaac 
gtttatcfeat 
ccttaagt aa 
tgttart^ac 
accttgg<:ga 
cttttgacrtg 



tatttttcaa 
gtataatgca 
gccaccttcc 
aggaaacggt 
^acaaatatt 
caattagaat 
agcargtrcc 
rgctgcggca 
gcgatttaat 
atgataaaat: 
aagtatgtat 
taattgcgtt: 
atgcgttttt 
ggacttct:ac 
aacctctctt 
gcagcagcag 
aaggagtcgc 



actcatrtag 

aaattaatga 

tcatgatttt 

rtaaaaaggc 

tttttacagc 

cacttrgatt 

ttcaacgaaa 

acaarrgaat 

crttccataa 

aataacacat 

caaacatcat 

atggaattgt 

gtttgtttta 

catrattact 

ttcctgctga 

ctcgacaagc 

ctt-gaaggag 



acgagaccag 
tctttatttt 
aatcttcgtc 
tgctcacggt 
agctggaaaa 
rcaaraataa 
tgggtgttga 
tcaaatttgt 
ctcggccrtg 
acattctgat 
ctgtttarar 
ataaattgtc 
cacagtrggc 
gtataatttt 
ctctctccat 
gtgcagtcga 

GCttC 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1015 



<210> 129 
<211> 10X9 
<212> DNA 

<213> unknown Organistti 

<220> „ , 

<223> Description of Unknown Organism: Nucleorxde 
sequence of pleurocidin-like gene 



<400> 129 

gcccactttg 

gcatttggga 

tctgnrrttt 

ctcatggtcg 

aaagrcacgg 

atcacaaaaa 

atctaaatag 

aggtttattt 



tattcgcaag 
aacgtgctaa 
tttgcagaat 
aacctggaga 
aattaatttg 
taaatagtcg 
caacctaaaa 
tgattctcac 



gtaatatcga 
ggttgtt.ict 
gaagtr C^ct 
gtigrggt.att 
ctttttgctt 
atgtatt egg 
ggcctttgat 
atgcaccgac 



tatttttcaa 
gtataatgca 
gccaccttcc 
aggaaatggt 
tacaaaatat 
ccaattagaa 
tagcatgttc 
ctgctgcggc 



actcatttag 
aaattaatga 
tcatgatttt 
ttaaaaaggc 
ttttttatag 
tcactttgat 
cttcaatgaa 
aacaattgaa 



acgagaccaa 60 
tctttatttt 120 
aatcttcgtc 180 
tgctcacggt 240 
cagctggaaa 300 
•ctcaataata 360 
atggatgttg 420 
ttcaaatttg 480 
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tcccaaagga 
tgtttttaaa 
atttatacaa 
ataattgttt 
tcatttaata 
gcaagaaa^t 

atccgactca 
gatgaagagc 



attcaaagta 
aatatataat 
gacaagattg 
aacatttcac 
taatfcrrtt 
tggcaaggrg 
tatcaccagt 
tctgcagtgc 
ccagtgtt-at 



aacttttct 3 
aactcaat.cc: 
aaaacrrctL 
aaaaagtcca 
gagrttatca 
gcccttaagt 
actgttatrg 
ttaccttggc 
tgcttttgsc 



ggcgatttaa 
ccatgataaa 
gaaagtatgt 
actagttgtg 
atatgtgrtt 
aaggacttct 
acaacttcrc 
gagcagcagc 
rgaagaagcc 



tctttccata 
ataataacac 
atcaaacatc 
ttatggaatt 
■ctgtttgttt 
accattacta 
ttttcctgct 
agctcgacaa 
gccttgaagg 



actcgggctt 
atacattcrg 
atctgtttgt 
graraaattg 
tacacagrtg 
ctgtataatt: 
gactctctcc 
gcgtgcagtc 
agccttcag 



540 
600 
660 
720 
780 
840 
900 
960 
1019 



<210> 130 
<2ll> 832 
<212> DNA • 

<213> Unknown Organism 

<220> 

<223> Description of Unknown Organism: Nucleotide 
sequence Of pleurocidin-.Like gene 



<400> 130 

aatgaagttc 

acctgaagaa 

ggaattaatt 

aataaatagt 

aacaacctaa 

attgattctc 

tcagcg-taaa 

atagaataac 

aagattgaaa 

atttaacaaa 

tttgctttag 

gcaaggcggc 

tcaccagtac 

cgcagtgctt 



actgccacct 
gtgtggttgg 
agcatrrttc 
cgatatattt 
aaggcctttg 
aca-cgcaccg 
tttttctagg 
tcaattgcta 
acttcttaaa 
raatcctact 
tti;atcatta 
ccrtgagraa 
tgttattgac 
acctcggcga 



rcctcaraga 
aaagaaagcg 
ttt-.gcaaaca 
ggccaattag 
atuagcatgt 
acctgctgcg 
cgatttaacc 
tgataaaata 
ggtacgtata 
aattgtgtta 
tttgtttttg 
gaacttctac 
aacttctctt 
gaagcaagaa 



atggttcatc 
gtttaaaaag 
ttrtttttat 
aatcactrtg 
cccttcaatg 
tcaacaattg 
tttccattac 
ataacacata 
aaacatcatc 
tggaaatgta 
tttgttttca 
ca-ccattact 
gtcctgctga 
ctcgacaagc 



ttcgtcctca 
gctactcacg 
acagctcgaa 
atttcaataa 
aaatggacgt 
aattcaaatt 
tcggattitgt 
cattcagatt 
tgtatttata 
taaattgtaa 
cacagttggc 
gtataatttt 
ctctctccat 
gcgcagtcga 



atgggttgaa 
gtaaagtcac 
aattcacaaa 

taatctaaat 
tgaggtttat 
tgagaggaat 
ttttaaatat 
tttacaagac 
artgtttaac 
tttaatataa 
aagcatgttg 
gatagtgtta 
ccgactcatc 
tg 



60 

120 

IBO 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

832 



<210> 131 
<211> 670 
<212> DNA 

<213> unknown Organism 

<220> . „ , 

<223> Description of Unknown Organj-sm: Nucleoride 
sequence of pleurocidin-liKe gene 



<400> 131 

atgaagttca 

gagggttttt 

agatgtttac 

ccaattagaa 

ctttccatta 

aatgaaacat 

aaacatcacc 

"cggaaatgta 

tttgrtrttt 

grgtattttt 

ctctctccat 

cagccgatga 



ctgccacctt 
tcggattgct 
atggcaaata 
tcdctttaat 
atcggatttg 
acattctgat 
tgtatgtata 
rtaartgtca 
aacacagctg 
aatagtatta 
cagactcatc 



cctggtgi;tg 
ttttcac(jgg 
trttaagiira 
ttcaaraata 
ttttttt'iaa 
tttacca«jtc 
attgttt.igc 
tataatataa 
gaaagttgat 
tcatcagcac 
catcatggtit 



ttcatggtcg 
atccaccatg 
acacaccata 
atcacaataa 
tatagaataa 
aagattgaac 
tgraaacaaa 
tttgcttgaa 
ccatgggtaa 
tgttattaac 
acgacgagca 



tcctcatggc 
gtagggtcac 
tgagtagtcg 
caatcrctiag 
ctggatcttt 
gttacntaaa 
tagtccaaat 
tttatcacca 
ggacttctac 
aacttctctt 
gcaggagctc 



tgaacctgga 
ggaactacitt 
atatatttga 
gccatrtaat 
atgctaaaat 
agtiatgttta 
aattgtgtta 
tgtgtttttg 
catcattact 
ctatcgctga 
gacaagcgcg 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

670 
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<210> 1-32 
<211> 813 
<212> DNA 

<213> Unknown Organism 

<220> 



<223> Description of Unknown 03 ganism: Nucleotide 
sequence of pleurociciin-3,ike gene 

ctgccacc.r ccrggtgti:g r.crggtcg tccrcatggc tgaacctgga 60 
galggrrcgg gaLttggat ggggccccat atcsgcggta gagtcacgga -"^^^^tgc 120 
«??tccalt Icaaatattt caai:attg.:a tagctggaaa a^cacgaaar a^gtagtcga 180 
tatatrrggc caaatagaat aactttganr tcaataataa tcaaaattac aatcaaaaag 240 
gcctctgalt agcargttcc ttcaataa.ia tggacatrga agtttacttr gatgctcaca 300 
tocacc^lcc tgctgcggca acaartga.^a tcaaatttgi; ctcagaact^ aaagtacatt 360 
lllltTgTg alllLlL^ rccatrla.c tgatrtartt ta«aatata gaacaactgg 420 
atcccJc^gc raaaataata aaacacac.r tctgarrrra ccagtcaaga «g«*«^ta 480 
ctraaaagta tgtataaaac atcarctgca tgrataatiig tttaactgtt aacaatagtc 540 
caaaraattg tgttaaggaa atgtacca.t .grcattraa tatcatrtgc "gaatrtat 600 
caccatgagt tttttgrttg tr«tac«ca ggcagaaaga aggccrtgca gtaaggactt 660 
ctacca?clt tactttgcaa ttttraragt art:aT:catca g^actgtcat tgacaacttc 720 
tcttgtctcg ctgactctct cc«rcaggar gaactcagag cgtegcagtt acgacgagta 780 
gcagcagaag ctcgacaagc gcgcagrcga tga 

<210> 133 
<211> 668 
<212> DNA 

<213?- Unknown Organism 

<223> Description of Unknown C-rganism: Nucleotide 
sequence of pl«uroci<iin- like gene 

iJgaagttca ctgccaeott cctggtgtcg ttcatggtcg rcctcatggc tgaacctgga «0 
gagtgttttt tgggattgct ttttcacqrgg gcccaccatg gtagggtcac ggaagtaatt 120 
cgatttttac atggcaaata ttttaagi^ta acacaccata tgagtagtcg atatatttga 180 
tatattagaa teactttgat ttcaataata itcaaaataa caaticctag gegatttaat 240 
atttgcatta attggatttg tttttaajiaa tatagaataa ctggatcttt atggtaaaat 300 
aattaaacat acsctctgat tttaccagtc aagattgaac actacttaga agtatgtata 360 
aaacatcatc tgtatgtata attgrttaac tgttaactaa tagtccaaat aattgtgtta 420 
tggaaatgta traattgtca tttaatai.ca tttgcttgaa tttatcacca tgtgtttttg 480 
tttgttttta cacagttgga aattcgai:cc atgggtaagg acttctacca tcattactgt S40 
□tatttttaa tagtattatc atcagtaotg ttattgacaa cttctcttgt ctcgctgact 600 
ctctccatca gactcateca tcacggt-:ac gacgagcagc aggagctcga caagcgcgca 660 
gtcgatga 

<210> 134 
<211> 1015 
<212> DNA 

<2l3> Unknown Organism 

<220> , , ^. . 

<223> Description of Unknown Organism: Nucleotide 
sequence of pleurocidin-like gene 

<400> 134 crt 
gcccBctttg tattcgcaag gtaatatcga tatttttcaa actoatttag acgagaccag 60 
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■SSI pii sii ill i 

SE5 !SSi SSS sSS S|g fiii S: 

ggtttarrtt gattctcaca iigcaccgacc tgct:gcggca acaatrgaat ^^^^^^^rgt 4«u 
^caaaggpia .ttcaaagtaa acttttct^g gcgatttaat ctrcccataa ^^cggctttg 540 
t«??alaaa t^taiiaataa ctcaatcgcx atgataaaar aataacacat ac^rrctgat 600 
"ataJaaga caagarrgaa aacrtcttcra aagtatgtat caaacaccat «gtttatat 660 
iatrattraa cat^tcacaa aaagtcca^.c raartgtgtt at:ggaattgt ataaattgto 720 
^^rtSSca atrrttttga gtttaccaat argtgctttt gtttgtttta cacagttggc /SO 
aaqaatg^g gcHggtglc ccttaagtaa ggacttctac cattattact graraatttt 840 
J^^aJtStl-^cacIIglL ^grtarrg^.c aa«i:ctctt ttcctgctga ctctctccar 900 
IcgSctcarc tg«gtgctt accttggc.ja gcagcagoag =tcgacaagc S^g^^tcga 960 
tgaagagccc agtgtrattg cttttgacng aaggagucgc cttgaaggag ccrtc 1015 

<210> 135 
<21l> 557 
<212> DNA 

<213> unknown Organism 

<220> . , 

<223> Description of Unknown Organism: Nucleotide 
sequence for hepcidin-like gene 

cgcccrtiag atgaagacat tcagtgttgc agttgcagtg gtggtcgtcc tcgcatgtat 60 
gttcatcctt gaaagcaccg ctgttccttt ctccgaggtg cgaacggagg aggttgaaag 120 
cattgacagt ccagttgggg aacatcaaca gccgggcggc acgtccatga atctgccggt 180 
ac9c?caatt taglgaHga attaagtaat tacctttagc aaattaacat ctaagrggtt 240 
gcgtrtcacc: cttggaattg aattagccca ctagcgctag ttgttaaoca tttgattgtg 300 
agccggtaga gagggcttca gggcgagtag tgtgaatact tgtgaagtgg agacttggac 360 
alaaatactr accatgtgcr tgrtcccacc crtctcattt; tcrtttcttg gctgagatac 420 
agatgcattt caggttcaag cgtcagagcc acctctcccr gtgccgttgg tgctgcaact 480 
gctgtcacaa caagggctgt ggcttctgct gcaaattctg aggacctgcc agcaaagggc 540 
gaattcgttc aaaacac 

<210> 136 
<211> 282 
<212> DNA 

<213> Unknown Organism 

<220> . . 

<223> Description of Unknown (jrganism: Nucleotide 
sequence for hepcidin-like gene 

agaJgaigL atrcagcgtt gcagttgoag tggtggtcgt cctcgcatgt atgttcatcc 60 
ttgaaagcac cgctgttcct ttctccg.igg tgcgaacgga ggaggttgaa agcattgaca 120 
gtccagttgg ggaacatcaa cagccgggcg gcaogtccat gaatctgccg atgcatttca 180 
ggttcaagcg tcagagccac ctctccc-gt gccgttggtg ctgcaactgc tgtcacaaca 240 
agggccgtgg cttctgctgc aaatcctgag gacctgccag ca 

<210> 137 

<211> 623 

<212> DNA 

<213> Unknown Organisni 
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<223> Description of Unknown Organism: Nucleotide 
sequence for hepcidin-like gene 

^cgaggiccc tcarccgctg acaccaaa.g aacaatcaar caacttrgga ctcgtcttag 60 
Tgllimi- attgtgcgt? ggagagcgt.c ^crttttggg lUl^^.l llo 

ttcctcataa actgtcactr caatttca^.c rgartucaac aggacrttta aataggctat xo^^ 
alacttJcta aaaaaaacga gaatgaagqc ctTicagtgtt gcagtggtac tcgtc^ttgc 240 
"Sratgtt" atccttgala Icaccgcr.jr tcctttctcc gaggtgcgaa cggaggaggt 300 
rgSag?rtt gacagtlcag ttggggaaca rcaacagccg ^^cggcgagt ^-^^^-^^^ 
gccggagcct ttcaggttca agcgtcagat ccacctctcc ctgtgcggtt tgtgctgcaa 4^0 
Irg«g?cac aaca^ggot grggcttcng ctgcaaatrc taaggaccrg "^^^^^^J^ ^ 
tttctagttt gtacatgtrc gcaatgtt::t ctctongaga rgttgrtttt ^^gactatga 54 u 
tlatgatxna Laaatlact tcttattgrg acactcraaa aaaaataaac acattctttg 600 
eiatacaaaaa aaaaaaaaaa aaa 

<2i0> 138 

<211> 312 

<212> DNA 

<213> Unknown Organisiti 
<Z20> 

<223> Description of Unknown Organism: Nucleotide 
sequence for hepcidin-like gene 

cgaacggagg aggttgaaag cactgacagt ccagttgggg aacatcaaca gccgggcggc 60 

acgtccatga atctgccgar gcattrcsgg ttcaaacgtc agagccacct ctccctgtgc 120 

cgttggtgct gcaactgctg tcacaac.ag ggctgtggct tctgctgcaa attctgagga 180 

cctgccagca ctaaagccat tttattaact tatcgccttt aatttgcccc tattcttcta 240 

tgtttctttt ggactctgtg gagaagatgc aatctcattg acgrctttat cactgcacaa 300 
cctcaatctr gt 

<210> 139 

<2ll> 277 

<212> DNA 

<213> Unknown Organism 

<:220> 

<223> Description of Unkno^^n Organism: Nucleotide 
sequence for hepcidin-lxke gene 

algaJgaaga cattcagtgt tgcagtg.jta cccgtcattg catgtatgtt catccttgaa 60 
• agcaclgctg trcctttctc cgaggtgoga acggaggagg ttggaagctt tgacagtcca 120 
gttggggaac atcaacagcc gggcggcjcg tccatgaatc tgccgatgca ^^"^9^"= 180 
aagcgtcaga gccacctctc cctgtgc.gt tggtgcttca actgctgtca caacaaaggc 240 
tgtggcttct gctgcaaatt ctgagga^ct gccagca 

<2a0> 140 
<211> 276 
<212> DNA 

<213> unknown Organism 
<220> 

<223> Description of Unknown Organism: Nucj-eotide 
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sequence for hepcxdin-like gene 

iiiillsiiiiiiiiil 

ctgtggctrc.tgctgcaaat tctgagactg ccagca 

<210> 141 
<:211> 647 
<212> DNA 

<213> Unknown Organism 
<220> 

<:223> Description of Unknown Organism: Nucleotide 
sequence for hepcidin-liXe gene 

acgaggcaca cgctgaccag ggggtcacra caacttctga agagaeccag ^ttccragag 60 
agcca?taga gaatlacccg ggagcccg-.a gaacacagga cgctgcggrg ^^cgtcggtg 120 
gccggacacc catgagacag aagacctaca agcctctcag cttcagaagg atrtcctgac 180 
?cagcatcta aaacc?ccct caaaatga.g gcattcagca ttgcagttgc agtgacactc 240 
atgltcgcct: ttgtrtgcar ccagtgcagc cccgccgtcc cattccaagg ggtgcaggag 300 
S^gaggagg Lgggggcaa tgacactcoa gttgcggaac atcaagugat gtcaarggaa 360 
tcc?g?atgg agaatcccac caggcagaag cgccacatca gccacatccc cctgtgccgc 420 
tSScI actgctgcaa ggccaacaag ggctgtggcr tctgctgcaa ^^^"^agga 480 
«cccgcaac acaaccrcac aaiigtattaa rrcattacac rrtttgtcga gaaatgccct 540 
^t^^^^tgac crctt^tgta attttgtaca atctttraaa taaaacgggg tacgartcat 600 
ggaaaaaacc ctttgaataa aaraaaaaaa aaaaaaaaaa aaaaaac 

<210> 142 
<211> 521 
<212> DNA 

<213> Unknown Organism 

<220> , ^.^ 

<223> Description of Unknown Organism: Nucleotide 
sequence for hepcidin-li ke gene 

alga^gaaga cattcagtgt tgcagttcica gtgacactcg tgctcgccur tgtttgcatt 60 

caggacagct ctgccgtccc attccagcfgg gtaagaacgc aacttcaact cgctucattt 120 

gcrLirrlgc cataaargtt ttgtcagcrat gctgagacac ggctcctaaa tgtgtataac 180 

tcattaacag gtgcaggagc tggaggacrgc agggggcaat gacactccag "gcggcaca 240 

tcaaatgacg tcaatggaat cgrggatcrgt atgttcaatc tgcrcaatcg actggatgaa 300 

ttaagccaat tactgcgagc gcgrtaac:at ttaagrggct gtgttccagc "^^^^^^^ If 

agggaataaa acccctcgtt catgtgt.:tt gtccgtccac aggagagtcc cgtcaggcag 420 

aagcgtcaca rcagccacat ctccatgngc cgctggtgct gcaactgctg caaggccaag 480 

ggctgtggcc cccgctgcaa attctgagga cctgcccagc a 

<210> 143 

<211> 543 

<212> DNA 

<213> Unknown Organism 

<220> 

<223> Description of Unknown Organism: Nucleotide 
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sequence for hepcidin-like gene 



<40D> 143 

aagatgaaga cattcagtgt 
cagcagagct cT:ggcacctt 
ttgttarcca tgaatc^ctc 
agagctggag gaggcagtga 
ggacrcatgg arggtaggtt 
tcagatggaa gtgaacgtgt 
agtgaaaaca aacacagaaa 
ctctcacaca gatgccarac 
gctgctgcag agct;ggtgtc 
aac 



tgcagtcaca gtggccgtcg 
•ccctgaggts agctcctgac 
atcaacagac tgagacttga 
gcaatgacaa rgcagctgct 
cagtrcactg aatggatcaa 
trtagtctc-a aaggtgccct 
gtitatgatcia tgctgatgaa 
aacagacac{a agcgtgcctt; 
tgtggactcft gctgcaagtt 



rgctcgrctt tarttgtatc 60 
ttcagatcgt: rtcattttgc 120 
ttccttrttt atcaggtaca 180 
gaacatcagg agacatcagt 24 0 
acpaattcac atcagacctt 300 
gaagctcagt ttacacaagc 360 
cttctcctca tgtctcatgt: 420 
caagtgtaag ttctgctgcg 480 
ctgagga-ctc ctigctccaac 540 



<210> 144 

<2ll> 581 
<212> DNA 

<213> Unknown Organism 

<220> , 
<223> Description of Unknown Organism: NucleotKie 
sequence for hepcidin-liKe gene 

acSagciglc aggagctgac agcgagi^ca^c agcagagtca aagaacnaaa caacttaact 60 
cagr?aalct crcaaagatg aagacai;tca gtgttgcagr cacagrggcc g^cgtcctcg 120 
rcrtracttg tatccagcag agctctgcct ccrrtcctga ggcacaagag ^^ggaggagg 180 
cagtgagcaa tgacaatgca gctgctgagc atcaggagac accagr.ggac tcgtggatga 240 
ng?carLaa cagacagaag cgragottta agtgraagtt ctgctgcggc tgctgcagag 300 
crggtgtctg tggactgtgc tgcaagttcr gaggattccn gctccaacaa ccatcaaata 360 
ttcatttgtt r?gccrtttg tcctaaagtt cattgaacta taaacatatt ^ctggtrga^ 420 
catgtgatag ttraarggtg ttacrcattg gttcatggta tagtcaagtg ttcagagatg 480 
tgaSgtatc acccacl?at ttcctcrgtt aggtgtartt tcaataaatg ccaatgarcc 540 
tttgaaaaaa aaaaaaaaaa saaaaaaaaa aaaaaaaaaa a 



<210> 145 
<211> 579 
<212> DNA 

<213> unknown Organism 

<220> ^ ^. , 

<223> Description of Unknown Organism: Nucleotide 
sequence for hepcidin^like gene 



<400> 145 

acgagcggca cgaggtgaac tgacagg^^gc 
raaacaactt aactcagtca aactctcaaa 
ggccgtcgtg ctcgtcttta tttgtatcca 
agagctggag gaggcagtga gcaatga.:aa 
tgactcgtgg atgatgccaa acaacag.ica 
cggctgctgc agagctggtg tctgtgg.ict 
acaaccatca aatattcatt rgttttg»3ci: 
tatttctggt agagcatgtg atagttt.iat 
agtgttcaga gatgtgattg tatcaccoac 
aatgttaatg ctcctttgaa aaaaaaa-^aa 



tgacaggagt cacc^sgcaga gtcaaagaac 60 
gargaagaca ttcagtgttg cagtcacagt 120 
gcagagctct: gcctcctttc ctgaggcaca 180 
■cgcagctgct gaacatcagg agacaccagt 24 0 
gaagcgtggc tttaagtgta agrrctgctg 300 
gtgctgcaag ttctgaggat tcctgctcca 360 
tttgtcttaa agttcattga actatataca 420 
ggrgctactc cttggtccat ggtgtagtta 4 BO 
atacttctct gttaaggtgt atttrcaata 54 0 
aaaaaaaaa 



<210> 146 
<211> 477 
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<212> DNA 

<213> Unknown Organism 

<223> Description of Unknown Oiganism: Nucleotide 
sequence for hepcidin-liV.e gene 

alSagacJga'caggagctga caggagtca.c cagcagagtc aaagaactaa aoaactraac 60 

tcaatcalac tctcaaagat gaagacati c agtgttgcag rcacagtggc cgrcgtgctc 120 

gtSt^ttt gtatcca^ca gagLctg<:c acctttcc.g agatgccata -acagaca^ 80 

aaacQtigact ttaaqtgtaa gt;rctgct:c5c ggcrgctgcg gagctggtgr ctgtggaatg Z4U 

tactaSaar tctgaggatt cctgctccaa caacca^caa atatrcattt grrrtgcctt 300 

S^cttaC gttS??g^^ ctaiaaac.t arrtctggtr gagcatgcga tagtttaarg 360 

gtgttacrSa ttggttcltg gtatagtcaa gtgrtcagag acgrgattgt atcacccaca 420 

ta?tttcrct gt?Iggtgta tttrcaataa atgccaatga tcctttgaaa aaaaaaa 477 

<210> 147 
<211> 483 
<:212> DMA 

<2l3> Unknown Organism 

<220> , , 

<223> Description of Unknown Organism: Nucleotxde 
sequence for hepcidin-like gene 



60 
120 



aagargaaga carrcagtgt tgcagtcaca gtggccgtcg tgctcgtctt tarttgtatc 
cagcagagct ctgcctcctt tectgaggta agcacctgac ttcagatcgt ttcacttgct 
tg^tarccat gaatcrctca tcatcatact gagacttgat tcctitcttta tcaggcacaa 180 
gagctggagg aggcagtgag caatgacaat gcagctgctg agcatcagga gacaccagtg 240 
gactccagga gtgaatgtgt tctagtcaca aaagcgccct gaagctcagt ttacacaagc 300 
agagaaaaca Lcagagtaa gttargatga tgctgatgaa ggtctcctca ^g"t:catgt 360 
ctctcacaca gatrccarac aacagacaga agcgtagctt raagtgtaag ttctgctgog 420 
gctgctgcag agctggtgtc tgtggactgt gctgcaagrt ctgaggattc ctgctccaac 480 
aac 

<210> 148 
<211> 542 
<212> DNA 

<213> Unknown Organism 

<220> ^ ^. , 

<223> Description of Unknown Organism: Nucleotide 
sequence for hepcidin-l.ike gene 

<400> 148 tzri 
agatgaagac atgcagtgtt goagtca^ag tggccgtcgt gctcgccttt atttgtatcc 60 
agcagagcte tgocccctrt cctgaggcaa gcacctgact tcagatcgtt tcatttgc^t 120 
g?tatccarg aatcrctcar catcataitg agacttgatt ccttctctat cag^nacaag 180 
agctggagga ggcagtgagc aatgaca.atg cagctgctga acatcaggag acaccagctg 240 
a^tegtggat ggtaggrtca gtitcactgaa tggaccaatc catttcacat cagarctttc 300 
agarggaagt gaatgtgtrt tagtcacaaa agtgcccctg aagctcagtr tacacaagca 360 
gagllLcaa Laglgraag ttatgatgat gctgatgaag gtctcctcat gtctcatgtc 420 
tcrcacacag atgccaaaca acagacagaa gcgtggcttt aagtgtaagt rctgctgcgg 480 
ctgctgcaga gctggtgtct gtggactgtg ctgcaagttc tgaggattcc tgctccggac 540 
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<210> 149 
<211> 536 
<212> DMA 

<213> Unknown Organism 

<223> Descriprion of Unknown Organism: Nucleotioe 
sequence for hepcidin-lil:e gene 

IIIIIqIIU caarcagtgt rgcagtcac:a gtggccgtcg tccrcgrctt tatttgta^c 60 
calclgagcr ctgccrcc« tcctgaggna agcacctgac rtcagatcgt ttaarttgct 120 
ta?ta?ccat: galtctci:ca rcaaca^a-.t gagacttgat tccttcrrta tcaggcacaa 180 
glgc^ggagg Iggcagtgag caatgaca.ir gcagccgctg agcatcagga gacaccagtg 240 
cac?«g^ga tggtaggttc agtrcact-ja atggarcaat ccattrcaca tcagatcttr 300 
cagartgaag rgaatgtgtt tcagtcac.a aagtgcccrg aagctcagtt raoacaagca 360 
gagaaaacaa acagagrLg ttatgargat gctgatgaag grctcctcat ^^^tcatgtc 420 
?c?cacacag attccataca acagacagaa gcgtagctrt aagtgtaagt rctgctgcgg 480 
ctgctgcaga gcrggtgtct gtggactgcg ctgcaaatrc tgagga^ccrg ccagca 536 

<210> 150 
<211> 536 
<212> DNA 

<213> Unknown Organism 
<220> 

<223> Description of Unknown Organism: Nucleotide 
sequence for hepcidin-li ke gene 

aagaJgiaga cattcagtgg rgcagtc^ca gtggccgtcg tgcrcgtctt "tt;tgtatc 60 
cagcagagct c^gcctcctr tccrgagc.^a agcacctgac ttcagatcgr ttcatti:gcr 120 
tg^rarccat gaatcrctca rcatcat^ct gagacttgat tccttcttta tcaggtacaa 180 
gagctggagg aggcagtgag caatgace.at gcagctgctg aacatcagga gacaccagtr 240 
gactcgtgga tggtaggttc agttcactga atggatcaat ccetttcaca tcagatcttt 300 
cagatggaaj t^aatg^gtt ttagrcacaa aagtgccctg aagctcagrt tacacaagca 360 
gagaaaacal acagagtaag ttatgar^rat gcrgatgaag gtctcctcat ^tctcatgtc 420 
tctcacacag atgccaaaca acagacagaa gcgtggcttt aagtgtaagt tctgctgcgg 480 
ctgctgcaga gctggtgtct gtggactqty ctgcaaattc tgaggacctg ccagca 536 

<210> 151 
<211> 542 
<212> DNA 

<213> Unknown Organism 
<220> 

<223> Description of Unknown f^rganism: Nucleotide 
sequence for hepcidin-1 Lke gene 

aagatgaaga eaccagtggr ugcagtcaca gtggccgtcg tgeccgtctt ^^rttgtatc 60 
cagcagagct ctgccacctt tfictgaggta agcaccrgac ttcagatagc ttc^ttrgcc 120 
?gtra?ccat galtctcrca tcaacar.ct gagactttat tcctT:crtta tcaggtacaa 180 
gagctggagg aggcagtgag caatgacaat gcagctgccg cgcatcagga gacatcagtg 240 
gtc'cgtggi tg^aggttc agttcaccca atggatcaaa ccaattcaca tcagatcttt 300 
cagatggaag cgaatgtgtt ttagtcaaaa aagtgacctg argctcagtt tacacaagca 360 
gagaaaacaa gcagagtaag ttatgacgar gctgatgaac gtgtcctcar gtctcatgtc 420 
rctcacacag acgccataca acagaccgaa gcgtagcrtt aagtgtaagt tctgctgcgg 480 
ctgctgcagl gclggtgtct gt^ggacrgtg ctgcaaattc tgaggarrcc tgctccaaca 540 
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542 

ac 



<210> 152 
<211> 542 
<212> DNA 

<213> Unknown Organism 

<220> , , . . 

<223> Description of Unknown Organism: lSIocieo-CJ.Oe 
sequence for hepcidin-lilce gens 



<400> 152 

aagatgaaga " 

cagcagagct 

tgi:tatccat 

gagctggagg 

gactcgtgga 

cagacggaag 

gagaaaacaa 

tctcacacag 

ctgctgtaga 

ac 



cattcagtgt 
ctgccacctt 
gaatctctca 
aggcagtgag 
tggtaggrtc 
tgaatgtgtt 
gcagagtaag 
atgccataca 
gctggtgtct 



ggcagtcaoa 
tcctgaggca 
tcaacatact 
caatgacaat 
agttcactca 
ttagtcacag 
ttargatgat 
acagaccgaa 
gtggactgtg 



gtggccgtcg 
agcacctgac 
gagacttgat 
gcagccgctg 
atggatcaaa 
aagtgccctg 
gctgatgaac 
gcgtagcttt 
ctgcaaattc 



tgctcgtctt 
ttcagatagc 
ttcttcttta 
aacatcagga 
ccaattcaca 
Btgctcagtt 
gtgtcctcat 
aagrgtaagt 
tgaggattcc 



tatttgtatc 
rtcatttgct 
tcaggtacaa 
gacatcagtg 
tcagatcttr 
tacacaagca 
gtctcatgtc 
tctgctgcgg 
tgctccaaca 



60 

120 

180 

2^0 

300 

360 

420 

480 

540 

542 



<210> 153 
<211> 542 
<212> DNA 

<213> Unknown Organism 
<220> 

<223> Description of Unknown Organism: 
sequence for hepci<5in-li ke gene 



fclucleotide 



<400> 153 

aagatgaaga 

cagcagagct 

tgttatccat 

gagccggagg 

gactcgtgga 

cagacggaag 

gagaaaacaa 

tctcacacag 

ctgctgcaga 

ac 



cattcgtggt 
ctgccacctt 
gaatctctca 
aggcagtgag 
tggtaggttc 
tgactgtgtt 
gcagagtaag 
atgccataca 
gctggtgtct 



tgcagtcc.ca 
tcctgagcfra 
tcaacatoct 
caatgacaat 
agttcaci.cd 
ttagtcaizaa 
ttatgatqat 
acagacaqaa 
gtggacttjtg 



grggccgrcg 
agcacctgac 
gagacttgat 
gcagccgctg 
atggatcaaa 
aagtgccctg 
gctgatgaac 
gcgtagcttt 
ctgcaaattc 



tgctcgtctt 
rtcagatagc 
tccttcttta 
aacatcagga 
ccaattcaca 
atgctcagtt 
gtctcctcat 
aagtgtaagt 
tgaggattcc 



tatttgtatc 60 
ttcatctgct 120 
tcaggtacaa ISO 
gacatcagtg 24 0 
tcagatcttt 300 
tacacaagca 360 
gtctcatgtc 420 
tctgctgcgg 480 
tgctccaaca 54 0 
542 



<210> 154 
<211> 533 
<212> DNA 

<213> Unknown Organism 



<220> ^, , ^.^ 

<223> Description of Unknown organism; Nucleotxcio 
sequence for hepcidin-like gene 

lagatgiaga catcagtggt tgcagrcaca gtggccgtcg tgctcgtctt tatttgtatc 60 
caqcagagct ctgccacctt tcctgaggta agcacctgac ttcagatagc ttcatttgct 120 
tgttatccat gaatctctca tcaacatact gagactttat tccrtcttta tcaggtacaa 180 
gagctggagg aggcagtgag caatgacaat gcagctgctg cacatcagga gacatcagng 240 
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gactcgtgga tggtaggttc 
cagatgaagt gactgtgttit: 
agaaaacaag cagagtaagc 
ctcacacaga tgccatacaa 
tgctgcagag ctggtgtctg 



ag-ctcactca atggarcaaa 
tagccacaaa agrgccctga 
ratgatgatg ctgatgaacg 
cagacatae*g cgtagcttta 
tggactgtgc tgcaaattct 



ccaattcaca tcagatcttt 300 
tgctcagttt acacaagcag 360 
tgtcctcatg tctcatgtct 420 
^gtgtaagtt ctgctgcggc 480 
gaggattccr get * 533 



<210> 155 
<211> 5C1 
<212> DNA 

<213> Unknown Organism 



<220> 

<223> Description of Unknown Organism: 
sequence for hepciciin-liice gene 



Nucleotide 



<400> 155 

aagataagac 

agcagagcrc 

gttagccttg 

agctggagga 

acttgtggat 

agatggaagt 

agaaaaccaa 

ctcacacaga 

tgctgcagcc 

c 



attcagtgtt 
tgccacccct 
aatcrctcat 

ggcagtgagc 
ggtaggrrca 
gaatgtgttt 
cacagtaagi: 
tgccaracaa 
ctggtgtctg 



gcagtcacag 
cctgaggtaa 
caacataccg 
aargacaatg 
gttcacrgaa 
tagtcacaaa 
rargargatg 
cagacagaag 
tggactttgc 



tggccgtcgt 
gcacctgact 
agacttgatr 
cagcrgctga 
tggatcaaac 
agtgccctga 
ctgatgaacg 
cgtggcttta 
tgcagattct 



gctcgtcttt 
tcagatcgtt 
tcttctttat 
acatcaggag 
caattcacat 
agctcagttt 
tctcctcatg 
agtgtaagtt 
gaggattcct 



etttgtatcc 60 
tcatrtigctt 120 
caggtacaag 180 
acatcagtgg 24 0 
cagatctttc 300 
acacgagcag 360 
tctcatgtct 420 
ctgctgcggc 480 
gctccaacaa 54 0 
541 



<210> 156 
<211> 536 

<212> DNA 

<213> unknown Organism 



<220> 

<223> Description of Unknown Organism: 
sequence for hepcidin-li ke gene 



Nucleotide 



<400> 156 
aagatgaaga 
cagcagagct 
tgttatccat 
gagctggagg 
gactcargga 
cagatggaag 
. gagaaaacaa 
tcrcacacag 
ctgctgcaga 



cattcagtgt 
ctgccaoctt 
gaatctctca 
aggcagtgag 
tggtaggttc 
tgactgtgtt 
gcagagtaag 
atgccataca 
gctggtgtct 



tgcagtcgca 
tcctgagqta 
tcaacatact 
caatgacixat 
agttcaciica 
ttagtcat:aa 
ttatgatqat 
acagacatjaa 
gtggact'jtg 



grggccgtcg 
agcacctgac 
gagactttat 
gcagctgctg 
atggatcaaa 
aagtgccctg 
gctgatgaac 
gcgtggct ct 
ctgcaaattc 



tgctcatctt 
ttcagatagt 
tccttcttta 
aacatcagga 
ccaattcaca 
atgctcagtt 
gtgtcctcat 
aagtgtaagt 
tgaggacctg 



tatttgtatc 
ttcatttgct 
tcaggtacaa 
gacatcattg 
tcagatcttt 
tacacaagca 
gtctcatgtc 
tctgctgcgg 
ccagca 



60 
120 

leo 

240 
300 
360 
420 
480 
536 



<210> 157 
<211> 536 
<212> DNA 

<213> unknown Organism 



<220> 

<223> Description of Unknown Organism: 
seguence for hepci din- like gene 



Nucleotide 



<400> 157 ^ 4- 4_ 

aagatgaaga cattcagtgt tgcagtcaca gtggccgtcg tgctcgtctt tatttgtatc 60 
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-f= -"ii 

~i ^ Tiii i H 

£= .0 



<210> 158 
<2ll> 535 
<212> DMA 

<213> Unknown Organism 

<220> , . , 

<223> Description of Unknown Organism: Nucleoside 
sequence for hepcidin-like gene 

agatgaagac attcagrgtt gcagtcacag tggccg^cgt Octcgtp«t ^"tgwrcc 60 
agcagagcto rgccaccttt ccrgaggtaa gcacctgacc scagatagHt tcatttgctt 120 
g?ta?ccasg altcrcrcat caacatactg agacttgart: tcttctttat "^f ^caag 180 
aactaaqgga qgcagtgagc aargacaarg cagccgctga acatcaggag acatcagvgg 240, 
aScgtgS? ggta?g«ca gttcactcaa rggatcaaac caattcacat cagatctttc 300 
agatggaagt ^Lngtgttt ragtcacaaa agtgccctga tgcrcag«t acacaagcag 360 
agaallcaag Lgagraagr tatgatgatg ctgatgaacg tgtccrcatg ^^tcatgrct 420 
crcacacaga cgccatacaa cagaccgaag cgtagcttta agsgtaagtt ctgccgcggc 480 
tgctgcagag ctggtgtctg tggactgtgc tgcaaartct gaggacctgc cagca i:^^:^ 

<210;> 159 

<211> 277 

<212> DMA 

<213> Unknown Organism 

<220> , . . 

<223> Description of OnJcnown Organism: Nucleorxde 
sequence for hepcidin-li.ke gene 

algaJgaaga cattcagtgt tgcagtcaca gtggccgccg tgctcatctt tattrgtarc 60 
cagcagagct ctgccacctc tcctgag^jta caagggctgg aggaggcagt gagcaatgac 120 
aatgcagctg ctgaacatca ggagaca-ca gtggactcgt ggatgatgcc atacaacaga 180 
cagaagcgrg gctttaagtg taagttci:gc tgcggcrgct gcaggcctgg tgtctgtgga 240 
cttcgctgca gatccrgagg attcctgctc caacaac 

<2a0> 160 
<211> 542 
<212> DNA 

<213> Unknown Organisni 

<220> ^ ^.^ 

<223> Description of Unknown Organism: NucleotxOcs 
sequence for hepcidin-like gene 

aagatgaaga cattcagtigt tgcagt!caca gnggccgtcg tgctcgrctt tatttgtatc 60 
cagcagagct ctgccacctt tcctgaggta agcacctgac ttcagatcgt ttcatttgct 120 
tgttagcctt gaatctctca tca^^catact gagacttgat ttcttcttna tcaggtacaa 180 
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gagctggagg aggcagtgag 
gacttgtgga tggtaggxtc 
cagatggaag tgaatgtgtt 
gagaaaacca acacagtaag 
tctcacacag atgccaraca 
crgctgcaga cctggtgtci: 
ac 



caatgaca^t gcagctgctg 
agttcactga atggatcaaa 
ttagtcacgiB aagtgccctg 
ttacgatgiit gccgatgaac 
acagacagiia gcgtggcttt 
gtggactri,g ctgcagattc 



aacatcagga gacatcagtg 240 
ccaattcaca tcagatcttt 300 
aagctcagcr tacacgagca 360 
gtictcctcat gtctcargtc 420 
aagtgtaagt tctgctgcg'g 4 60 
tgaggafccc tgctccaaca 54 0 



<210> 161 
<211> 539 
<212> DNA 

<2l3> Unknown Organism 

<220> - . , 

<:223> Description of Unknown Ocganism: Nucleotide 
sequence for hepcidin-li ke gene 

aagaJgaaga cactcagtgt tgcagtcaca grggccgtcg tgctcgtctt ""^^^atc 60 

cagcagagct ctgccacctr Lcctgaggta agcaccrgac ttcagarcgr "cattcgct 120 

tgttalcctt gaatctctca tcaacatact gagacttgat ttcttcttta rcaggtacaa 180 

gigctggagg aggcagtgag caatgacaat gcagctgcrg aacatcagga gacatcagtg 240 

Lcttgtgga tggtaggttc agtrcactga atggatcaaa ccaattcaca tcagatcttt 300 

Sgatggllg tgaatgtgtt ttagtcacaa aagtgccctg aagctcagtr tacacgagca 360 

g^jaaaaccl acacagrlag tratgatgat gcrgatgaac gtctcctcat gtctcatgtc 20 

tctcacacag atgccataca acagacaga^i gcgtggcttc aagtgtaagt tctgctgcgg 480 

ctgctgcagt cctggtgtcr gtggactttg ctgcagattc tgaggattcc tgctccaac 539 



<210> 162 
<211> 536 
<2X2> DNA 

<213> Unknown Organism 

<220> , 
<223> Descript.ion of Unknown organism: Nucleoticie 
sequence for hepcidin-lj.ke gene 

a^gargafga cattcagtgt tgcagtcaca gtggccgtcg tgctcgtctt "tttgtatc 60 

cagcagagct ctgccacctt tcctgaggta agcaccrgac ttcagatcgt ttcatttgct 120 

tgttagcctt gaatctctca rcaacat.ot gagacttgat ttcttcttta "^^tacaa 1«0 

gagctggagg aggcagtgag caatgacaat gcagctgctg aacatcagga gacatcagtg 240 

gactcgtggi tggtaggttc agttcac.ga atggatcaaa ccaattcaca tcagatcctt 300 

lagatggaag tgaatgtgtc ttagtcacaa aagtgccctg aagctcagtt tacacgagca 360 

galaalacaa acacagtaag ttatgat.jat gctgatgaac gtctcctcat f^^^^^gtc 420 
tctcacacag atgccataca ac-agaca.?aa gcgtggcttt aagtgtaagt tctgctgcgg 480 

ctgctgcagt cctggtgtct gtggacrttg ctgcaaattc tgaggacctg ccagca 

<210> 163 
<211> 536 
<212> DNA 

<2I3> Unknown Organism 
<220> 



<22U> , ^. . 

<223> Description Of Unknown Organism: Nucleotiae 
sequence for hepcidin-like gene 



<400> 163 
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aagacgaaga cattcagtgt cgcagtcaca 
cagcaga^ct crgccaccrt t-cctgaggta 
tgtcagcctt gaatctctca tcaacaract 
gagctggagg aggcagtgag caatgacaat 
gactcgtgga tggtaggttc agttcactga 
cagarggaag tgaatgtgtt rragtcacsa 
g^gaaaacaa acacagtaag rtatgatg&r 
tctcacacag .atgccataca acagacagaa 
crgctgcaga cctggtgtici; gtggacttt g 



gtggccgtcg tgctcg\:ctt tacttgtatc 60 
agcacctgac rticagaticgt ttcatttgct 120 
gagacrtgat ttcttcttta tcaggtacaa 180 
gcagctgctg aacatcagga gacatcagtg 240 
atggarcaaa ccaat^rcaca tcagatcttt 300 
aagtgccctg aagctcagrt tacacgagca 360 
gctgatgaac gtctcctcat gtctcatgtc 420 
gcgtggcttt aagtgtaagt tctgcrgcgg 480 
ctgcaaattc rgaggacctg ccagca 536 



<210> 164 
.<211> 271 
<212> DNA 

<213> Unknown Organism 



<220> 

<223> Description of Unknown Organism: Nucleotide 
sequence for hepcidin-liice gene 

lllllgllU cartcagrgr rgcagrcaoa grggccgtcg tgctogrcrr tatrtgratc 60 
cagcagagct ctgccacctt tcctgaggca caagagctgg aggaggcagt gagcaatgac 120 
aa?gclgctg ctgaacarca ggagacatca grggactcg^ ggatgatgcc ^^^^aacaga 180 
cagaagcgtg gcttraagtg taagttc^gc tgcggctgct gcagacctgg tgtctgtgga 240 
ctttgctgca aattctgagg accrgccagc a 



<210> 165 
<211>- 277 
<212> DNA 

<213> Unknown Organism 

<220> , ^. . 

<223> Description of Unknown Organism: Nucleotide 
sequence for hepcidin-li ke gene 

a^gatgaaga cattcagtgC tgcagtc&ca gtggccgtcg tgctcgtctt tatttgtatc 60 
cagcagagct ctgccacctt tcctgaggta caagagctgg aggaggcagt gagcaatgac 120 
aatgcagctg ctgaacatca ggagacaica gtggactcgt ggatgatgcc atacaacaga 180 
cagaagcgtg gctttaagtg taegttct gc tgcggctgct gcaggcctgg tgtctgtgga 
ctttgctgca gattctgagg attcctgcitc caacaac 



180 
240 
277 



<210> 166 
<211> 499 
<212> DNA 

<213> Unknown Organism 
<220> 



<220> 

<223> Description of Unknown Organism: Nucleotide 
sequence for hepcidin-1 Lke gene 

aagaJgafga cacrcagtgr tgcagccaca gtggccgtcg tgctcgtcrr catttgtatc 60 
cagcagagct ctgccacctt rcctgaggta agcaccrgac ttcagatcgt ttcatttgct 120 
rqtcagcctu gaarctccca rcaacatacr gagacttgat tcctr.cttca tcaggtacaa 180 
gagctggagg aggcagtgag cagngacaat gcagctgcrg aacatcagga gacaccagrg 240 
gactcgtgga tggtaggttc agttcactga atgtgrctta grcacaaaag tgccctgaag 300 
ctcagtttac acaagcagag aaaacaaaca gagtaagtca tgatgatgct gatgaacgtc 360 
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i-r-r-rrarotc tcatqtctct cacacagat g ccatacaaca gacagaagcg tagctttaag 420 
tgcaaS?c? gcJgcgS'g crgcagL,? gg.grctgtg gactgrgctg caaattctga J90 
ggattcictgc tccaacaac 

<210> 157 
<211> 549 
<212> DNA 

<213> Unknown Organism 
<220> 

<223> Description of Unknown Ocganism: NUCieotide 
sequence for hepcidin-liKe gene 

aagatgaaga ctaccagtgt rgcagtcaca gtggccgtcg rgcrcctctt oatttgtacc 60 
caLagagct ctgccacctt tcctgaggta agcacctgac ttcagarcgt ttoatttgct 120 
?gtt4cctt gaLctctca tcaacaraor gagacttgat «ettcttta tcaggtacaa lao 
gigcrggagg Iggcagtgag cagtgacaat gcggctgctg aacatcagga ^acarcagtg 240 
ga?tcgtgga tggtaggttc agrtcactga atggatcaaa ccaarccaca tcagatcttt 300 
?aga?ggaag tgaa.g^g.t ttagtcacaa aagtgccctg. aagctcagrr cacacaagca 360 
gagaaaacal acacagtaag ttatgatgar gctgatgaac gtctcctcac gtctcatgtc 420 
Icatotctct cscacagatg ccatacaaca gacagaagcg cggctttaag tgcaagttct 480 . 
gctgcggctg ccgctgtgg? gctctcrgtg gactgtgctg caaattctga ggattcctgc 540 
tccaacaac 

<210> 168 
<:211> 543 
<23.2> DNA 

<213> Unknown Organism 

<220> , . . 

<223> Description of unknown Organism: Nucleotiae 
sequence for hepcldin-lxke gene 

iagaJgaaga oattcagtgt tgcagtcaca gtggccgtcg tgctcgtctt catttgtatc 60 
cagcagagct ctgccacctt tcctgag.jta agcacctgac ttcagatcgr ttoatttgct X20 
tgttagcctt gaatctctca tcaacgt.ict gag»cttgat ttcttcttta tcaggtacaa 180 
gigctggagg agccagtgag cagtgacaat gcagctgcrg aacatcagga gacatcggtg 240 
qaltcgtgga tggtaggttc agttcactga acggatcaaa ccaattcaca tcagatcttt 300 
cagatggaag tgaatgtgtt ttagtcaoaa aagtgccctg aagctcagtt tacacaagca 360 
gaSaaLalacacagtaag ttatgat jat gctgatgaac gtotcctcat gtctcatgtc 420 
tcatgtctct cacacagatg ccataca.ica gacagaagcg tggctttaag tgcaagttct 480 
gctgcggctg ccgctgtggt gctctctgtg gactgtgctg caaattctga ggacctgcca S40 
gca 

<210> 169 
<2ll> 542 
<212> DNA 

<2l3> Unknown Organism 
<220> 

<223> Description of Unknown Organism: Nucleoriae 
sequence for hepcidin-like gene 

aagaJgaaga cattcagtgt tgcagtcaca gtggccgtcg tgctcgtctt tatttgttcc 60 
agcagagctc tgccaccttt cctgaggtaa gcacctgact tcagatcgtt ti-atetgctt IZO 
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gttagcc-crg aatcrctcat 
agctggagga ggcagtgagc 
actcgtggat ggtaggtrca 
agatggaagt gaatgtgrtt 
aga&aacaaa cacagtaagt 
catgtctcrc acacagatgc 
cngcggctgc egctgtggtg 
ca 



caacatactg agacttgatt 
agtgacaatg cagctgctga 
gttcccrgaa tggatcaaac 
tagtcacaaa agtgccctga 
tatgatgatg ctgatgaaca 
catacaacag acagaagcgr 
ctctctgtcg actgtgctgc 



tcttctrtac caggtacaag 180 
acatcaggag acarcagtgg 24 0 
caattcacat cagatctttc 300 
agctcagtT^i; acacaagcag 360 
tctccrcatg tctcatgtct 420 
ggctttaagt gcaagrtctg 480 
aaattctgag gaccrgccag 540 

542 



<210> 170 
<:211> 655 
<212> DMA 
<213> Unknown 



Organism 



<220> 

<223> Description of Unknown Qcgs 
sequence for hepcidin-li ice 

<400> 170 

acgagctgac aggagctgac aggagtcacc 
cagtcaaact ctcaaagatg aagacatrsa 
tctttatttg ratccagcag agctctgcca 
cagtgagcaa tgacaatgca gccgctgagc 
tgccaaacaa cagacagaag cgcagcgccg 
gtggaacttg ctgcaaggtc taaacagacr 
gttgtctctc cgtggagtcg aaccagagac 
ctagaccacc gcctctccct catcaaatac 
ttgaactata aacatatrtc tggragagca 
tcatggtata gtcagatgtt cagagatgtg 
ggtgtactgt caataaatgt caatgctcct 



inism; l^ucleotide 
gene 

agcagagtca aagaacraaa caacttaacr 60 

gtgttgcagr cacagtggcc gtcgtgctcg 120 

cctttcctga ggtacaagag ctggaggagg 130 

atcaggagac accagiiggac tcagggatga 240 

attgttggcc atgttgcaat caaaatggct: 300 

cttgggcaga tcaatccagg ttcgtctttc 360 

cttctcagcc catagtccaa. gtttctgcca 420 

tcaargtittt tcarrttgrc ttaaagttca 480 

tgtgatagtt taatggtgtt acticattggt 540 
attaratcat ccacacatrr tctctgtitaa 600 

ttgaaaaaaa aaaaaaaaaa aaaac 655 



<210> 171 
<211> 510 
<212> DNA 

<213> Unknown Organism 

<220> " , 

<223> Description of Unknown Organism: Nucleotide 
sequence for hepcidin-li ke gene 



<400> 171 

cgtgctcgtc 

acttcagatc 

gaatccrcct 

cngaacatca 

aaaccaattc 

ctgaagotca 

tgaacgtctc 

gcgccgagtg 

gattcctgct 



tttatttgta 
gtttcattT:a 
ttatcaggta 
ggagacatca 
acatcagatc 
gtttacacaa 
ctcatgtctc 
tagcrrctgc 
ccaacaacaa 



rccagca<jag 
gcttgttiitc 
caggagcugg 
gtggacti:at 

tttcagai:gg 
gcagaga'iaa 
atgtctcnca 
tgcaatgaat 
gggcgaactc 



ctctgccacc 
catgaatctc 
aggaggcagt 
ggatggtatg 
aagtgaattt 
acaaaacaca 
cacagatgcc 
ctggctgtgg 



trticctgagg 
tcatcaacat 
gagcaatgac 
ttcagttcac 
gtttragtcc 
gtaagttatg 
atacaacaga 
aatttgctgc 



tgagctcctg 
actgagactt 
aatgcagctg 
tgaatggarc 
caaaagtgcc 
atgatgctga 
cagaagcgca 
aaatrctgag 



60 

120 

180 

240 

300 

360 

420 

480 

510 



<210> 172 
<211> 530 
<212> DNA 

<213> unknown Organism 

<22Q> 

<223> Description of Unknown Organism: Nucleotiae 
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sequence for hepcidin-liKe gene 



<400> 172 

aa^argaaga 

cagcagagct 

■Ctgttatzcca 

ggagctggag 

ggactcatgg 

tcagatggaa 

agagaaaaac 

gtctctcaca 

caatgaatct 



cartcagtgt 
ctgccacctc 
tgaatctctc 
gag^cagrga 
atggtatgrt 
gtgaarrrgt 
aaaacacagt: 
cagatgccat 
ggctgtggaa 



tgcagtcaca 
tzcctgaggt g 
atcaacatsic 
gcaatgacdia 
cagttcad.g 
tttagtcciia 
aagttatgut 
acaacagaca 
tct-gctgcaa 



gtggccgtcg 
agctcctigac 
tgagacttga 
rgcagctgct 
aatggatcaa 
aaagugccct 
gatgctgatg 
gaagcgcagc 
attctgagga 



tgctcgtctt 
ttcagatcgt 
atccttcttt 
gaacatcagg 
accaattcac 
gaagotcagt 
aacgtcrcct 
gccgagtgta 
cctgccagca 



tatttgtatc 60 
ttcatttagc 120 
atcaggtaca IBO 
agacatcagt 240 
atcagatcrt 300 
ttacacaagc 360 
catgtctcat 420 
gcttctgctg 480 
530 



<210> 173 
<211> 348 
<212> DNA 

<213> Unknown Organism 

<220> ^ 
<223> Description of Unknown Organistn: NucleoticJe 
sequence for hepcidin-like gene 



<400> 173 

gtggaggagc 

ggaagtgtat 

aacg&acaca 

gaaaacaaac 

tcacacagat 

ataatggctg 



cagtrgagcag 
gcgttttagt 
gtgtgtttta 
acagtaagtit 
gccaaacaac 
tggaacgtgc 



tgagaatgga 
cacatgagtg 
ttctgcttgt 
atgatgatgc 
agacagaagc 
tgcgaagt ct 



gcaaatgaac 
gctcgaagcr 
gtaaactgag 
tgatgaacgt 
gtggctctaa 
gaggattccr 



acacaraaga 
cagtacacac 
cttcagttta 
ctcctcatigt 
trgcaaacca 
gctccaca 



tctttcggat 60 
gagcagagag 120 
cacaagcaga 180 
ctcatatctc 24 0 
rgcTigcaatc 300 
348 



<210> 174 
<211> 88 
<212;> PRT 

<213> Unknown Organism 



<220> 

<223> Description of Unknown Organism: HepcidJ-n pept^-de 
sequence 

Met°i.ys^Jhr Phe Ser Val Ala Val Ala Val Val Val Val Leu Ala Cys 
1 5 10 15 



Met Phe He Leu Glu Ser Thr A.ua val Pro Phe Ser Glu Val Arg Thr 
20 25 30 

Glu Glu val Glu Ser He Asp S-sr Pro Val Gly Glu His Gin Gin Pro' 
35 10 45 

Gly Gly Thr Ser Met Asn Leu Pco Met His Phe Arg Phe Lys Arg Gin 
50 55 €0 

Ser His Leu Ser Leu Cys Arg Trp Cys Cys Asn Cys Cys His Asn Lys 
65 70 75 BO 

Gly Cys Gly Phe Cys Cys Lys Phe 
85 
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<210> 175 
<211> 88 
<212> PRT 

<213> Unicnown Organism 

^223> Description of Unknown Oiganisiti: Hepcidin peptide 
sequence 

Mefiys'^hr Phe ser Val Ala VaJ. Ala Val Val Val Val Leu Ala Cys 
1 5 ^ 

Met Phe lie Leu Glu Ser Thr Al;i Val Pro Phe ser Glu Val Arg Thr 
20 25 30 

Glu Glu val Glu Ser He Asp Sec Pre Val Gly Glu His Gin Gin Pro 

35 

Glv Gly thr Ser Met Asn Leu Pro Met His Phe .Arg Phe Lys Arg Gin 
^ 50 55 60 

ser His Leu Ser Leu Cys Arg Trp Cys Cys Asn Cys Cys His Asn Lys 
65 "^^ 

Gly Cys Gly Phe Cys Cys Lys Phe 
85 



<210> 176 
<211> 86 
<212> PRT 

<213> Unknown Organism 

<223> Description of Unknown Organism: Hepcidin peptide 
sequence 

<400> 176 

1 



Met Lys Ala Phe Ser Val Ala Val Val Leu Val He Ala Cys Met Phe 

^ R 10 ^5 



lie Leu Glu Ser Thr Ala Val Pro Phe Ser Glu Val A^g Thr Glu Glu 

20 25 30 

Val Gly Ser Phe Asp Ser Pro V.il Gly Glu His Gin Gin Pro Gly Gly 
35 ^0 

Glu Ser Met His Leu Pro Glu Pro Phe Arg Phe Lys Arg Gin He His 
50 55 60 

Leu ser Leu Cys Gly Leu Cys Cys Asn Cys Cys His Asn He Gly Cys 
65 ^ 

Gly Phe Cys Cys Lys Phe 
85 



<210> 177 
<211> 58 
<212> PRT 
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<213> Unknown Organism 

kIIII Description of Unknown Organism: Hepcidin peptide 
sequence 

JJg°?ni'Glu. Glu val Glu Ser H. Asp Ser Pro Val Gly Glu His Gin 

1 5 3.0 

Gin Pro Gly Gly Thr Ser Met Asn Leu Pro Met His Phe Arg Phe Lys 
Arg Gin Ser His Leu Ser Leu Cyr. Arg Trp Cys Cys Asn Cys Cys His 

Asn Lys Gly Cys Gly Phe Cys Cy.3 Lys Phe 
50 55 



<210> 178 
<211> 86 
<212> PRT 

<213> Unknown Organism 

<223> Description of Unknown Organism: Hepcidin peptide 
sequence 

Met^Lr?hr Phe ser Val Ala Val Val Pro Val He Ala Cys Met Phe 
^ ^ 5 10 15 

lie Leu Glu Ser Thr Ala Val Pro Phe Ser Glu Val Arg Thr Glu Glu 
20 25 30 

Val Gly Ser Phe Asp Ser Pro Vatl Gly Glu His Gin Gin Pro Gly Gly 
35 ''0 45 

Thr Ser Met Asn Leu Pro Met H:..s Phe Arg Phe Lys Arg Gin Ser His 
50 55 60 



Leu Ser Leu Cys Arg Trp Cys Plie Asn Cys Cys His Asn Lys Gly Cys 
65 



70 75 80 



Gly Phe Cys Cys Lys Phe 
85 



<210> 179 
<211> 86 
<212> PRT ■ 

<213> Unknown Organism 
<220> 

<223> Description of Unknown Organism: Hepcidin peptide 
sequence 

M^r^yslln Phe Ser Val Ala Val Val Leu Val Met Ala Cys Met Phe 
1 5 10 
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lie val Glu Ser Thr Ala val Pro 
20 

Val Gly Ser Leu Asp ser Pro VaJ 
35 

Glu Ser Met; His Leu Pro Glu Pre 
50 55 

Leu Ser Leu Cys Gly Leu Cys Cyfj 
65 70 

Gly Phe Cys Cys Lys Phe 
85 



Phe Ser Glu Veil Arg Thr Glu Glu 
25 30 

Gly Glu His Gin Gin Pro Gly Gly 



Phe Arg Phe Lys Arg Gin He His 
60 

Asn Cys Cys His Asn He Gly Cys 
75 80 



<210> 180 
<211> 90 
<212> PRT 

<213> Onlcnown Organism 
<220^ 

<223> Description of Unknown Organism: Hepci<iin peptide 
sequence 

MlS^iys^Ala Phe Ser He Ala Val Ala val Thr Leu Val Leu Ala Phe 

1 5 10 

Val cys He Gin Cys Ser Ser A] a val Pro Phe Gin Gly val Gin Glu 

nn 25 



20 



Leu Glu Glu Ala Gly Gly Asn Ai:p Thr Pro Val Ala Glu His Gin val 
35 <,0 

Met ser Met Glu Ser Trp Met GicU Asn Pro Thr Arg Cln Lys Arg His 
50 55 60 



He Ser His He Ser Leu Cys Acg Trp cys Cys Asn Cys Cys Lys Ala 
65 



70 75 80 



Asn Lys Gly Cys Gly Phe Cys Cys Lys Phe 
85 90 



<210> 181 
<211> 89 
<212> PBT 

<213> Unknown Organism 

<220> 

<223> Descriprion of Unknown Organism: Hepcidin peptide 
sequence 

Slf Jys^ihr Phe Ser Val Ala Val Ala Val Thr Leu Val Leu Ala Phe 
1 5 10 

VaJ cys He Gin Asp Ser Ser ;aa Val Pro Phe Gin Gly Val Gin Glu 
20 25 30 
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.eu Glu Glu Ala Gly Gly A.n ^s,- Thr Pro Val Ala Sis Gin Met 

35 



Met Ser «et Glu Ser Trp «ct Glu Ser Pro Val Arg Gin Lys Arg His 
50 

lie ser His He Ser Met Cys Ar, Trp Cy= Cy. As^ Cys Cys Lys Ala 



65 



70 



Lya Gly Cys Gly Pro Cys Cys Lys Phe 
85 



<210> 182 
<211> 84 
<212> PRT 

<213> Unicnown Organism 



<223> Descrip^:ion of Unlcnown Organism: Hepcidiri peptide 
sequence 

Me^Lys'^hr Phe S«r Val Ala V.l Thr Val Ala Val Val Leu Val Phe 
1 5 

lie cys He Gin Gin Ser ser G-.y Thr Phe Pro Glu Val Gin Glu Leu 

20 

Glu Glu Ala val Sex Asn Asp A,n Ala Ala Ala Glu His Gin Glu Thr 

40 4b 



35 



ser val Asp Ser Trp Met Met Pro Tyr Asn Arg Glp Lys Arg Ala Phe 
50 55 60 

Lys cys Lys Phe Cys Cy^ Gly Cys Cys Arg Ala Gly val Cys Gly Leu 
65 70 75 

Cys Cys Lys Phe 



<210> 183 
<211> 84 
<212> PRT 

<213> Unknown Organism 

<223^ Description of Unknown Organism: riepcidin peptide 
sequence 

<400:> 183 

I 



Sec°Ly»'Thr Phe Ser Va3 Ala Val Thr val Ala Val Val Leu Val Phe 

5 



lie cys He Gin Gin Ser Ser Ala Ser Phe Pro Glu Ala Gin Glu Leu 
20 25 

Slu Glu Ala Val ser Asn Asp Asn Ala Ala Ala Glu His Gin Glu Thr 

35 4° 
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Pro Val Asp Ser Trp Met Met Pre 
50 

Lys Cys Lys Phe Cys Cys Gly Cys. 
65 

Cys Cys Ly5 Phe 



Tyr Asn Arg Gin Lys Arg Ser Phe 
60 

Cys Arg Ala Gly Val Cys Gly Leu 



<210> 184 
<211> 84 
<212> PRT • 

<213> Unknown Organism 

<223> Description of Unknown Organism: Hepcidin peptide 
sequence 

S^rU'Jhx Phe ser val Ala Val Thr val Ala Val Val Leu Val Phe 

5 10 J-^ 



1 



lie cys lie Gin Gin Ser Ser A3 a Ser Phe Pro Glu Aia Gin Glu Leu 

20 25 30 

Glu Glu Ala Val Ser Asn Asp A.:n Ala Ala Ala Glu His Gin Glu Thr 
35 ^5 

Pro val Asp Ser Trp Met Met Pro Asn Asn Arg Gin Lys Arg Gly Phe 
50 55 60 

Lys Cys Lys Phe Cys Cys Gly Cys Cys Arg Ala Gly Val Cys Gly Leu 
Cys Cys Lys Phe 



<210> 185 
<211> 58 
<212> PRT 

<213> Unknown Organism 

<223> Description of Onlcnown Oroanism: Hepcidin peptide 
sequence 

MirLys^Thr Phe Ser Val Ala Val Thr val Ala val val Leu Val Phe 

1 5 10 ^ 

He Cys lie Gin Gin Ser Ser Jvla Thr Phe Pro Glu Wet Fro Tyr Asn 



20 



Arg Gin Lys Arg Gly Phe Lys t;ys Lys Phe Cys Cys Gly Cys Cys Gly 

35 40 «f 

Ala Gly Val Cys Gly Met Cys Cys Lys Phe 

50 55 
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<210> 186 
<21X:> 83 
<212> PRT 

<213> unknown Organism 

<220> * 

<223> Description of Unknown Ocganism: Hepcidin peptide 

sequence 

«erLys'?hr Phe Ser Val Ala Val Thr Val Ala Val Val l^u Val Phe 
1 5 10 

He CVS lie Gin Gin Ser Ser Ala Ser Phe Pro Glu Ala Gin Glu Leu 
20 25 30 

Glu Glu Ala val Ser Asn Asp Asn Ala Ala Ala Glu His Gin Glu Thr 
35 40 . 45 

Pro val Asp Ser Arg He Pro Tyr Asn Arg Gin Lys Arg Ser Phe Lys 
50 55 60 

Cys Lys Phe Cys Cys Gly Cys Cys Arg Ala Gly Val Cys Gly Leu Cys 
65 70 75 

Cys Lys Phe 



<210> 187 

<211> 84 
<212> PRT 

<213> Unknown Organism 
<220> 

<223> Description of Unknown Org&nism: Hepcidin peptide 
sequence 

M«°Jy"ihr Cys ser Val Ala Val Thr Val Ala Val Val Leu Val Phe 
1 5 10 

He Cys He Gin Gin Ser Ser Pla Ser Phe Pro Glu val Gin Glu Leu 

20 . '^^ 

Glu Glu Ala val Ser Asn Asp Asn Ala Ala Ala Glu His Gin Glu Thr 
35 40 45 

Pro val ASP Ser Trp Met Met I'ro Asn Asn Arg Gin Lys Arg Gly Phe 
50 55 60 

Lys Cys Lys Phe Cys Cys Gly Cys Cys Arg Ala Gly Val Cys Gly Leu 

Cys Cys Lys Phe 



<210> 188 
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<211> 84 
<212> PRT 

<Z13> Unknown Organism 

lllll D<.scriptiQn pf Unknown Or ganism: Hepcidin peptide 
sequence 



<400> IBS 
Met 
1 



Iys'?hr He ser Val Ala Va.l Thr Val Ala Val V*l Leu Val Phe 



lie Cys He Gin Gin Ser Ser Al.i Ser Phe Pro Glu Ala Sin CSlu Leu 
20 25 

Glu Glu Ala Val ser Asn Asp Asn Ala Ala Ala Glu His Gin Slu Thr 
35 40 «5 



Pro Val ASP Ser Gly Met Tie Pro Tyr Asn Arg Gin Lys Arg Ser Phe 

50 55 • ®° 

Lys Cys Lys Phe Cya Cys Gly Cys Cys Arg Ala Gly Val Cys Gly Leu 

l^r^ 70 75 



65 70 
Cys Cys Lys Phe 



<210> 189 
<2ll> 84 
<212> PRT 

<213> Unknown Ojrganism 
<220> 

<223> Description of Unknown Organism: Hepcidin peptide 
sequence 



Se?°iys*?hr Phe Ser Gly Ala Val Thr Val Ala val Val Leu Val Phe 
1 5 10 



lie cys He Gin Gin Ser Ser ALa Ser Phe Pro Glu Val Gin Glu Leu 
20 25 ^° 

Glu Glu Ala val Ser Asn Asp Asn Ala Ala Ala Glu His Gin Glu Thr 
35 40 45 

Pro Val Asp Ser Trp Met Met Ero Asn Asn Arg Gin Lys Arg Gly Phe 
50 55 60 

Lys cys Lys Phe Cys Cys Gly Cys Cys Arg Ala Gly Val Cys Gly Leu 

Cys Cys Ly3 Phe 



<210> 190 
<2ll> 84 
<212> PRT 

<2i3> Unknown Organism 
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<IIT> Description of OnKnown Organism: Hepcidia peptide 
sequence 

Met°Jy^'?nr Se. V.l val Ala Val Thr v.l Ala Val Val Leu val Phe 

1 ^ 

r-i^ rim qeiT Reir All Thr Phe Pro Glu Val Gin Glu Leu 
He Cys He Gin Gin Ser t>er ^1^-=^ 

20 25 ^ 

Glu Glu Ala val Sor Asn Asp Asn Ala Ala Ala Ala His Gin Glu Thr 
35 

Ser val Asp Ser Trp Met Met Pro Tyr Asn Arg Pro Lys Arg Ser Phe 

50 55 
Lys cys Lys Phe Cys Cys Gly Cys Cys Arg Ala Gly Val Cys Gly Leu 
65 ^ 

Cys Cys Lys Phe 



<210> 191 
<2ai> 84 
<212> PRT 

<213> unknown Organism 
<220> 

<223> Description of Unknown Organism: Hepcidin peptide 
sequence 

Me2°Ly5^Thr Phe Ser V»l Ala Val Thr Val Ala Val Val Leu Val Phe 

1 5 10 15 

lie cys He Gin Gin Ser Ser ALa Thr Phe Pro Glu Val Gin Glu Leu 
^20 25 30 

Glu Glu Ala Val Ser Asn Asp Asn Ala Ala Ala Siu His Gin Glu Thr 
35 40 45 

Ser Val ASP Ser Trp Met Met Pro Tyr Aan Arg Pro Lys Arg Ser Phe 

50 55 60 

Lys Cys Lys Phe Cys Cys Gly Cys Cys Arg Ala Gly Val Cys Gly Leu 
65 

Cys Cys Lys Phe 



<210> 192 
<:211> 84 
<2l2> PRT 

<213> Unknown Organism 

<223> Description of Unknown Organism: Hepcidin peptide 
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sequence 

Mef^ys'lhr Phe Val V.l Ala Va3 Thr Val Ala Val val L.u Val Phe 
^ 5 1^ 

He Cys He GXn Gin Ser Ser Al.. Thr Phe Pro Glu Val Gin Glu Leu 
20 25 

Glu Glu Ala Val Ser Asn Asp Asn Ala Ala Ala Glo His Gin Glu Thr 
35 



ser val Asp Ser Trp Met Met Pro Tyr Asn Arg Gin Lys Arg Ser Phe 

50 55 60 

Lys cys Lys Phe Cys Cys Gly Cys Cys Arg Ala Gly Val Cys Gly Leu 



65 70 
Cys Cys Lys Phe 



<210> 193 
<211> 84 
<212> PRT 

<213> Unknown Organism 

<223> Description of Unknown Organism: Hepcidin peptide 
sequence 

MeS°^yi^Thr Ser Val Val Ala V^.l Thr val Ala Val Val Leu Val Phe 
1 5 10 . 

He Cys He Gin Gin Ser Ser A j a Thr Phe Pro Glu v^l Git. Glu Leu 
20 25 

Glu Glu Ala Val Ser Asn Asp A:m Ala Ala Ala Ala His Gin Glu Thr 
35 4S 

ser val Asp Ser Trp Met Met Pro Tyr Asn Arg Gin Lys Arg S«r Phe 
50 55 60 



Lys cys Lys Phe Cys Cys Gly C/s Cys Arg Ala Gly Val Cys Gly Leu 

65 

Cys Cys Lys Phe 



65 " '° 



<210> 194 
<211> 84 
<212;> PRT 

<213> Unknown Organisrti 
<220> 

<223> Description of Unknown Organism: Hepcidin peptide 
se<iuence 

<400> 194 
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n^Z Lys Thr Phe Ser Val Ala Val Thr Val Ala val Val Leu val Phe 
1 5 10 15 

lie Cys lie Gin Gin Ser Ser Al.i Thr Ph^ Pro Glu Val Gin Glu Leu 
20 25 30 

Glu Glu Ala val Ser A^n Asp Asn Ala Ala Ala Glu His Gin Glu Thr 
35 ■ ^5 

Ser val Asp 3.eu Trp Met Met Pro Tyr Asn Arg Gin Lys Arg Gly Phe , 
50 55 60 

Lys cys Lys Phe Cys Cys Gly Cys Cys Ser Pro Gly Val Cys Gly Leu 
65 70 75 «u 

Cys Cys Arg Phe 



<210> 195 
<211> 84 
<212> PRT 

<213> Unknown Organism 
<220> 

<223> Description of Unknown C»rganisni: Hepcidin peptide 
sequence 

Sit^Lys^Thr Phe Ser Val Ala V^.l Ala Val Ala Val Val Leu lie Phe 

1 5 10 . 1^ 

lie Cys lie Gin Gin Ser Ser Ala Thr Phe Pro Glu Val Gin Glu Leu 
20 25 30 

Glu Glu Ala Val Ser Asn Asp Arm Ala Ala Ala Glu His Gin Glu Thr 
35 .10 4 5 

Ser Leu Asp Ser Trp Met Mer Pco Tyr Asn Arg Gin Lys Arg Gly Phe 
50 55 60 

Lys Cys Lys Phe Cys Cys Gly Cys Cys Arg Ala Gly Val Cys Gly Leu 
65 70 75 

Cys Cys Lys Phe 



<210> 196 
<:211> 84 
<212> PRT 

<213> unknown Organism 



<220> 

<223> Description of Unknown Organism: 
sequence 



Hepcidin peptide 



Met^iys^Thr Phe Ser Val Ala Val Thr Val Ala Val Val Leu Val Phe 
1 5 



10 



15 
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He Cy3 lie Gin Gin Ser Ser Al^ Thr Phe Pro Glu val Gin Glu Leu 



Glu Glu 



20 25 
Ala Val Ser Asn Asp Asn Ala Ala Ala Glu Hi$ Gin- Glu Thr 



35 



45 



ser Leu Asp Ser Trp Met Met Pro Tyr Asn Arg His Lys Arg Ser Phe 
50 . 55 60 

Lys Cys Lys Phe Cys Cys Gly Cy. Cys Arg Ala Gly Val Cys Gly Leu 
65 70 75 

Cys Cys Lys Phe 



<210> 197 
<211> 84 
<212> PRT 

<213> Unknown organism 

<223> Description of Unknown Organism: Hepcidin peptide 
sequence 

Sirtys^^hr Phe Ser V«il Ala Vt.l Thr Val Ala Val Val Leu Val Phe 

lie Cys lie Gin Gin Ser Ser Ala Thr Phe Pro Glu Val Gin Glu Leu 
20 25 30 

Gly Glu Ala Val Ser Asn Asp A.m Ala Ala Ala Glu His Gin Glu Thr 
^ 35 '10 

Ser val Asp Ser Trp Met Met Pro Tyr Asn Arg Pro Lys Arg Ser Phe 
50 55 

Lys cys Lys Phe Cys Cys Gly C/s Cys Arg Ala Gly Val CyS Gly Leu 
65 70 75 

Cys Cys Lys Phe 



<210> 198 
<211> 84 
<212> PRT 

<213> unknown Organism 
<220> 

<223> Description of Unknown Organistn: Hepcidin peptide 
sequence 

M^f Lyi^?hr Phe S«r Val Ala Val Thr Val Ala Val Val Leu lie Phe 
1 5 10 

lie cys lie Gin Gin Ser Ser Ala Thr Ser Pro Glu Val Gin Gly Leu 
20 25 30 
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Glu GIu Ala val Ser Asn Asp Asn Ala Ala Ala Glu His Gin Glu Thr 

35 

Ser Val Asp Ser Trp Met Mec Pro Tyr Asn Arq Gin Lys Arg Gly Phe 
50 * 55 60 

X,ys Cys Lys Phe Cys Cys Gly Cy.s Cys Arg Pro Gly Val Cys Gly Leu 
65 



Cys Cys Arg Ser 



<210> 199 
<211> 84 
<212> PRT 

<213> OnJcnown Organism 
<220> 

<223> Description of Unknown Organism: Hepcidin peptide 
sequence 

MerLys^?hr Phe Ser Val Ala Vsl The Val Ala Val Val Leu Val Phe 
1 5 10 15 

lie Cys He Gin Gin Ser Ser A] a Thr Phe Pro Glu Val Gin Glu Leu 

20 25 30 

Glu Glu Ala Val Ser Asn Asp AJ:r> Ala Ala Ala Glu His Gin Glu Thr 
35 10 45 

Ser val Asp Leu Trp Met Met Pro Tyr Asn Arg Gin Lys Arg Gly Phe 
50 55 60 

Lys Cys Lys Phe Cys Cys Gly Cys Cys Arg Pro Gly Val Cys Gly Leu 
65 TO ■'^ 

Cys Cys Arg Phe 



<210> 200 
<211> 84 
<212> PRT 

<213> Unknown Organism 

<220> ... . , . 

<223> Description of Unknown Organism*. Hepcidin peptioe 

sequence 

Met°Lys°?hr Phe Ser Val Ala val Thr Val Ala Val Val Leu val Phe 
I i 10 15 

He Cys He Gin Gin Ser Ser Ala Thr Phe Pro Glu Val Gin Glu Leu 
20 25 30 

Glu Glu Ala val Ser Asn Asp Asn Ala Ala Ala Glu His Gin Glu Thr 
35 40 45 
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Ser Val Asp Leu Trp Met M^r Pro Tyr Asn Arg Gin Lys Arg Gly Phe 

50 . ^5 . 



Lys Cys Lys Phe Cys Cys Gly Cys Cys S.r Pro Gly Val Cys Gly Leu 
65 70 75 

Cys Cys Arg Phe 



<210> 201 
<211> 84 
<212> PRT 

<213> Unknown Organism 

<223> Description of Unknown Oirganism: Hepcidin peptide 
sequence 

Me?°Lyf ihr Ph« ser Val Ala VaL Thr Val Ala Val Val Leu Val Phe 

lie Cys lie Gin Gin Ser Ser a1.b Thr Phe Pro Glu Val Gin Glu Leu 
20 25 

Glu Glu Ala val ser Asn Asp Asn Ala Ala Ala Glu His Gin Glu Thr 
35 <0 45 

Ser val Asp Ser Trp Met Met Pro Tyr Asn Arg Gin Lys Arg Gly Phe 
50 55 60 

Lys cys Lys Phe Cys Cys Gly Cys Cys Ser Pro Gly val Cys Gly Leu 
65 70 . 75 . 

Cys Cys Lys Phe 



<210> 202 
<211> 84 
<212> PRT 

<213> Ontaiown Organism 

<223> Description of unknown Organism: Hepcidin peptide 
sequence 

Me?°Lf Thr Phe Ser Val Ala v.l Thr val Ala Val val Leu Val Phe 
'5 10 15 

lie cys lie Gin Gin Ser Ser Ala Thr Phe Pro Glu Val Gin Glu Leu 

20 25 -S" 

Glu Glu Ala val Ser Asn Asp Asn Ala Ala Ala Glu His Gin Glu Thr 
35 40 45 

Ser val Asp Ser Trp Met Met Ero Tyr Asn Arg Gin Lys Arg Gly Phe 
50 55 «° 
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^ys Cys Lys Phe Cys Cys Gly Cys Cys Arg Pro Gly Val Cys Sly Leo 

70 



65 



Cys Cys Lys Phe 



<:210> 203 
<211> 84 
<212> PRT 

<213> Unknown Organism 

^SS> Description of Unknown Organism: Hepcidin peptide 
sequence 



<400> 203 
Met 



^ys"hr Phe Ser Val Ala Va L Thr Val Ala Val Val J.eu Val Phe 



^ 10 



He cys Tie Gin Gin Ser Ser AL. Thr Phe Pro Glu Val Gin Glu Leu 
20 25 30 

u Ala Val Ser Asn Asp Asn Ala Ala Ala Glu His Gin Glu Thr 



Glu Gl 

35 



40 45 



ser val Asp Ser Trp Mel: Met Pro Tyr Asn Arg Gin Lys Arg Gly Phe 

50 55 ^0 

Lys cys Lys Phe Cys Cys Gly C>s Cys Arg Pro Gly Val Cys Gly Leu 
65 70 

Cys Cys Lys Phe 



<210> 204 
<211> 84 
<212> PRT 

<213> Unknown Organism 

<223> Description of unknown Organism: Hepcidin peptide 
sequence 

Jlt^iyf U Phe ser Val AXa V..1 Thr Val Ala val Val Lau Val Phe 

lie cys lie Gin Gin Ser Ser Ala Thr Phe Pro Glu Val Gin Glu Leu 
' 20 25 30 

Glu Glu Ala Val Ser Asn Asp Asn Ala Ala Ala. Glu His Gin Glu Thr 

35 40 45 

Ser Val Asp Ser Trp Met Met Pro Tyr Asn Arg Gin Lys Arg Gly Phe 
50 55 60 

Lys cys Lys Phe Cys Cys Gly Cys Cys Arg Pro Gly Val Cys Gly Leu 
65 "'O 
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Cy5 Cys Arg Phe 



<210> 205 
<211> 84 
<212> PRT 

<213> UnlcnQwn Organism 

tllll Description of Unknown Organism: Hepcidin peptide 
sequence 



mtlyTrnr ene sex Val Ala val Thr val Ala v.l Val Leu Vel Phe 



<A00> 205 ' 
1 

lie Cys lie Gin Gin Ser Ser Ala Thr Ph^ Pro Glu Val Gin Glu Leu 
20 25 



la val ser Ser Asp Asn Ala Ala Ala Glu His Gin Glu Thr 

35 



Glu Glu Ala val Ser Ser Asp Asn Axa ^« 

4 0 * 



Ser Val Asp Ser Trp Met Met Pr^ Tyr Asn Arg Gin Lys Arg Ser Phe 
50 55 60 

Lys cys Lys Phe Cys Cys Gly Cys Cys Arg Arg Gly Val Cys Gly Leu 

65 70 - 

Cys Cys Lys Phe 



<:210> 206 
<211> 84 
<212> PRT 

<213> Unknown Organism 
<220> 

<223> Description of Onloiown Organism: Hepcidin peptide 
sequence 

Mefiyf^hr 11. ser val Ala V..1 Thr val Ala Val Val Leu Leu Fhe 

J 5 1° 



lie cys Thr Gin Gin Ser Ser Ala Thr Phe Pro Glu Val Gin Glu Leu 

20 25 30 

Glu Glu Ala val Ser Ser Asp Asn Ala Ala Ala Glu His Gin Glu Thr 



35 



40 «5 



ser Val Asp Ser Trp Met Mat Fro Tyr Asn Ar« Gin J.ys Arg Gly Phe 

50 55 ^° 

Lys cya Lys Phe Cys Cys bly Cys Arg Cys Gly Ala Leu Cys Gly Leu 

Cys Cys Lys Phe 
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<210> 207 
<211> 84 
<212> PRT 

<2X3> Unknown Organism 

<223> Description of Unknown Oiganism: Hepcidi^i peptide 
sequence 

Met'Lyfihr Phe Se. VaX ^1. Va. Thr Val Ala Val V.l Leu Val Ph. 
1 5 

lie Cys He Gin Gin Ser Ser Al. Thr Phe Pro Glu val Gin Glu Leu 

20 ^5 

Glu Glu Pre val Ser Ser Asp Asn Ala Ala Ala Glu His Gin Glu Thr 
35 40 4^ 



Ser 



Val ASP ser Trp Met Met Pro Tyr Asn Arg Gin Lys Arg Gly Phe 



50 55 
Lys cys Lys Phe Cys Cys Gly Cys Arg Cys Gly Ala Leu Cys GXy Leu 
65 '70 



Cys Cys Lys Phe 



<2l0> 20B 
<211> 84 
<212> PRT 

<213> Unknown Organism 

<223> Description. of Unknown Organism; Hepcidin peptide 
sequence 

ZziyTl^r Phe Ser Val Ala V.l Thr val Ala Val val Leu Val Phe 

1 ^ 



lie Cys He Gin Gin Ser Ser Ala Thr Phe ?ro Glu V^L Gin Glu Leu 

Glu Glu Ala val ser Ser Asp Asn Ala Ala Ala Glu His Gin Glu Thr 
35 40 45 

Val Asp Ser Trp Met Met Pro Tyr Asn Arg Gin Lys Arg Gly Phe 



Ser 

50 



55 60 



Lys cys Lys Phe Cys Cys Gly Cys Arg Cys Gly Ala Leu Cys Gly Leu 
65 

Cys Cys Lys Phe 



<210> 209 
<211> 31 
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<212> PRT 

<213> Unknown Organism 

<223t Description of Unknown Organism: Hepcidin peptide 
sequence 

MeS'^yf ?nr .he Se. Vai Ala Thr VaX Ala val Val X.eu Val Phe 

1 5 . 

lie Cys lie Gin Gin Ser Ser JUh Thr Phe Pro Glu Val Gin Glu Leu 

20 25 

Glu Glu Ala val Ser Asn Asp Ksn Ala Ala Ala Glu His Gin Glu Thr 
35 41) 

Pro val ASP ser Gly Mer Met Pro Asn Asn Arg Gin Lys Arg Ser Ala 
50 55 60 

A,p cys Trp Pro Cys cys Asn Gin Asn Gly Cys Gly Thr Cys Cys Lys 
65 70 ^5 

Val 



<210> 210 
<211> 81 
<212> PRT 

<213> Unknown Organism 

<223> Description Of Unknown Organism: Hepcidin peptide 
sequence 

2tU\r Phe ser val Ala V.a Thr val Ala Val Val Leo Val Phe 

1 ^ 

lie cys lie Gin Gin Ser Ser, ALa Thr Phe Pro Glu Val Gin Glu Leu 
20 25 

Glu Glu Ala val Ser Asn Asp A^n Ala Ala Ala Glu His Gin Glu Thr 
25 40 

Ser Val Asp Ser Trp Met Met Pro Tyr Asn Arg Gin Lys Arg Ser Ala 
50 55 60 

Glu cys ser Phe Cys Cys Asn Glu Ser Gly Cys Gly He Cys Cys Lys 

65 70 - 

Phe 



<210> 211 
<211> 81 

<212> PRT 
<2l3> Unknown 



Organism 
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<223> Descriprion of QnKnown Organism: Hepcidin pept:ide 
sequence 

MjrLys'ihr Phe Ser Val Ala va3 Thr val Ala v.l Val Leu Val Phe 

3_ 5 

lie Cys lie Gin Gin Se^ Ser Al. Thr Phe Pro Gl^ Val Gin Glu Leu 
20 25 

Glu Glu Ala val Ser Asn Asp Asn Ala Ala Ala Glu His Gin Glu Thr 
35 4U 

ser Val Asp Ser Trp Met Met Pro Tyr Asn Arg Gin Lys Arg Ser Ala 
50 55 60 

Glu Cys ser Phe Cys Cy3 Asn Gl i Ser Gly Cys Gly lie Cys Cys Lys 
65 70 ^5 

Phe 



<210> 212 
<21l:> 88 
<212> PRT 

<213?' Hippoglossus hippoglossus 

Me?°^ysihr Phe Ser Val Ala V^l Ala Val val Val Val Leu Ala Cys 
1 5 10 

Met Phe lie Leu Glu Ser Thr A] a val Pro Phe Ser Glu Val Arg Thr 
20 25 30 

Glu Glu val Glu ser He Asp S«r Pro Val Gly Glu His Sin <3ln Pro 
35 "0 

Glv Gly Thr ser Met Asn Leu Pro Met His Phe Arg Phe Lya Arg Gin 
50 55 60 

ser His Leu Ser Leu Cys Arg Tcp Cys Cys Asn Cys Cys His Asn Lys 
65 70 75 

Gly Cys Gly Phe Cys Cys Lys Pne 
85 



<210> 213 

<211> 88 

<212> PRT 

<213> Salmo salar 

Sertys'xhr Phe Ser Val Ala Val Ala Val Val val Val Leu Ala Cys 
1 5 10 

Met Phe lie Leu Glu Ser Thr Ala Val Pro Phe Ser Glu Val Arg Thr 
20 25 30 
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Glu GI« val Glu Sar He A«p Ser Pro Val Gly C3lu Hi* Gin Gin Pro 

Gly Gly Thr Ser Met Asn Leu Pro Met His Phe Arg Phe Lys Arg Gin 

50 55 
Ser Hi. Leu Ser Leu Cys Arg Trp Cys Cys Asn Cys Cys His ;Vsn Ly. 



65 



70 75 



Gly Cys Gly Phe Cys Cys Lys Phe 
.85 



<210> 214 • 

<211> 86 

<2l2> PRT 

<213> Salmo salar 



Phe ser Val Ala VaL val Leu Val He Ala Cys Met Phe 

X 5 10 ^ 

lie Leu Glu ser Thr Ala Val Pro Phe Ser Glu Val Arg Thr Glu Glu 

20 25 

val Gly ser Phe Asp Ser Pro Val Gly Glu His Gin Gin Pro Gly Gly 



35 40 45 

Glu ser Met His Leu' Pro Glu Pro Phe Ar, Phe Lys Arg Gin He His 
SO 55 60 

Leu ser Leu Cya Gly Leu Cys Cys Asn Cys Cys His Asn He Gly Cys 
65 ^0 

Gly Phe Cys Cys Lys Phe 
85 



<210> 215 

<211> 58 

<212> PRT 

<213> Salmo salar 

A^g'^hfeiu Glu val 61u Ser He Asp ser Pro Val Gly Glu His Gin 

1 5 

Gin Pro Gly Gly Thr Ser Men Asn Leu Pro Met His Phe Arg Ph« Lys 
20 25 

Arg Gin Ser His Leu Ser Leu Cys Arg Trp Cys Cys Asn Cys Cys His 
35 

Asn Lys Gly Cys Gly Phe Cys Cys Lys Phe 
50 S5 



<210> 216 

<211> 86 

<212> PKT 

<213> Salmo salar 
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ZVlyl'r^^ Fhe S.r Val AXa V.l Val Pro Val He ..la Cys Met Phe 

X 5 
lie Leu Glu Ser Thr Ala Val Pro Phe S.r Glu Val Arg Thr Glu Glu 

20 25 

Ser Pre Val Gly Glu His Gin Gin Pro Gly Gly 
40 45 

Pro Met His-- Phe Arg Phe Lys Arg Gin Ser His 



val Gly Ser Phe Asp 
35 

Thr Ser Met Asn Leu 
50 



55 



60 



Leu ser Leu Cy. Arg Trp Cys Phe. Asn Cys Cys His Asn Lys Gly Cys 



65 



70 



Gly Phe Cys Cys Lys Phe 
85 



<210> 217 

<211> 86 

<212> PRT 

<213> Saliuo salar 

M^f ^ys'sin Pb« ser Val Ala Val Val Leu val Met Ala Cys Met Phe 

1 5 10 

He val Glu ser Thr Ala v^l Pro Phe Ser Glu Val Arg Thr Glu Glu 
20 25 

val Gly Ser Leu Asp Ser Pro V.l Gly Glu His Gin Gin Pro Gly Gly 
35 

Glu ser Mer His Leu Pro Glu Pro Phe Arg Phe Lys Arg Gin He His 
50 55 60 

Leu Ser Leu Cys Gly Leu Cys Cys Asn Cys Cys His Asn He Gly Cys 
65 70 75 

Gly Phe Cys Cys Lys Phe 
85 



<210> 218 
<2ll> 90 
<212> PRT 

<213> Pleuronectes americanus 

^efU'Ila Phe ser He Ala Val Ala Val Thr Leu Val Leu Ala Phe 

1 ^ 

val cys He Gin Cys Ser Ser Ala Val Pro Phe Gin Gly VaX Gin Glu 
20 25 30 

Leu Glu Glu Ala Gly Gly Asn Psp Thr Pro Val Ala Glu His Gin Val 

40 45 



35 
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M^t Ser Met Glu Ser Trp Met Glu Asn Pro Thr Ajg Gin Lys Arg His 



50 55 
lie ser His He Ser Leu Cys Atq Trp Cys Cys Asn Cys Cys Ly. Ala 
65 70 

Asn Lys Gly Cys Gly Phe Cys Cys Lys Phe 
85 3° 



<210> 219 
<:211> 89 
<212> PRT 

<2a3> Paralichthys olivaceus 

SJr'Lys'?hr Phe ser Val Ala VaL Ma Val Thr Leu Val L.u Ala Phe 



1 



5 



val Cys lie Gin Asp Ser Ser Ala Val Pro Phe Gin Gly Val Gin Glu 
20 25 . 

L«u Glu Glu Ala Gly Gly Asn Asp Thr Pro Val Ala Ala His Gin Mer 
35 40 «^ 

Met ser Met Glu Ser Trp Met Glu Ser Pro Val Arg Gin Lys Arg His 
SO 55 60 

lie Ser Hi3 lie Ser Met Cys Arg Trp Cys Cys Asn Cys Cys Lys Ala 
65 

Lys Gly Cys Gly Pro Cys Cys Lys Phe 
85 



<2X0> 220 
<211> 84 
<212> PRT 

<213> Pleuronectea amerlcanus 

Se°°^yf Shr Phe Ser Val Ala val Thr val Ala Val Val Leu Val Phe 

He cys He Gin Gin Ser Ser Ala Ser Phe Pro Glu Ala Gin Glu Leu 

20 25 

Glu Ala val ser Asn Asp Asn Ala Ala Ala Glu His Gin Glu Thr 

4 Id 



Glu 



Pro 



35 



40 



val A3P ser Trp Met Met Fro Tyr Asn Arg Gin Lys Arg Ser Phe 



50 55 



Lys cys Lys Phe Cys Cys Gly Cys Cys Arg Ala Gly Val Cys Gly Leu 



65 70 

Cys Cys Lys Phe 

<210> 221 
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<211> 84 
<212> PRT 

<213> Pleuronectes americanus 

M^f ^ys^Thr Phe Ser Val AXa VaJ Thr V.l Ala Val Val Leu Val Phe 

1 5 10 

lie Cys lie Gin Gin Ser Ser Al.. Ser Phe Pro Glu Ala Gin Glu Leu 

Glu Glu Ala val Ser Asn Asp Asn Ala Ala Ala Glu His Gin Glu Thr 

35 40 

Pro val Asp Ser Trp Met Met Pro Asn Asn Arg Gin Lys Arg Gly Phe 
50 55 60 

Lys cys Lys Phe Cys Cys Gly Cys Cys Arg Ala Gly Val Cys Gly Leu 
65 70 75 

Cys-Cys Lys Phe 



<21Q> 222 
<211> 58 
<2\2> PRT 

<213> Pleuronectes americanus 

Mer^Lyf Thr Phe Ser V.l Ala V.l Thr Val Ala val Val Leu Val Phe 

He cys lie Gin Gin Ser Ser A:.a Thr Phe Pro Glu ^bz Pro Tyr Asn 
20 25 

Axg Gin Lys Arg Gly Phe Lys Cys Lys Phe Cys Cys Gly Cys Cys Gly 
35 4S 

Ala Gly Val Cys Gly Met Cys Cys Lys Phe 
50 55 



<210> 223 
<:211> 83 
<212> PRT 

<213> Pleuronectes americanus 



Mef^ys^Thr Phe Ser Val Ala Val Thr val Ala Val Val Leu Val Phe 
1 5 1° 

lie cys lie Gin Gin S<5r Ser Ala Ser Phe Pro Glu Ala Gin Glu Leu 



20 



25 30 



Glu Glu Ala val Ser Asn Asp ?.sn Ala Ala Ala Glu His Gin Glu Thr 
35 40 

Pro val ASP ser Arg He Pro Tyr Asn Arg Gin Lys Arg Ser Phe Lys 
50 55 60 
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Cys Lys Phe Cy. Cys Gly cys Cys Arg Ala Gly V.l Cys Gly L.u Cys 



65 

Cys Lys Phe 



<210> 224 . 
<21l> 84 
<212> PRT 

<213> t'leuronectes americanus 



iT.yfi^r cys Ser Val Al. Va^ Thr Val Ala Val Val Leu val Phe 
lie cys lie Gin Gin S« Ser Al. Ser Phe Pro Glu val Gin Glu Leu 



Glu Glu Ala val Ser Asn Asp Asa Ala Ala Ala Glu His Gin Glu. Thr 
35 ''^ 



Pro val ASP ser Trp Met Met Pro Asn Asn Arg Gin Lys Arg Gly Phe 

50 

Lys cys Lys Phe Cy^ cys Gly Cys Cys Axg Ala Gly Val Cys Gly Leu 
65 

Cys Cys Lys Phe 



<210> 225 
<211> 84 
<212> PRT 

<213> Hippoglossoides platesso3.des 



Se^^yf Thr Ser Val Val Ala Val Thr Val Ala val Val Leu Val Phe 
1 5 1° 

Il« cys lie Gin Gin Ser Ser Ala Thr Phe Pro Glu Val Gin Glu Leu 

20 25 

Glu Glu Ala val Ser Asn Asp Asn Ala Ala Ala Ala His Gin Glu Thr 

35 

ser val Asp Ser Trp Mer Mer Fro Tyr A^n Arg Pre Lys Arg Ser Phe 



50 



55 



X^ys cys Lys Phe Cys Cys Gly Cy. Cys Arg Ala GXy Val Cys Gly Leu 
65 '70 ^5 

Cys Cys Lys Phe 



<210> 226 
<211> 84 
<212> PRT 

<213> Hippoglossoides plates soacies 
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Ml?°^yf ?hr Phe Ser Val Al. Val Thr v.l Ala Val V,l L,u Val Ph« 

1 5 1° 

lie Cys lie Gin Gin Ser Ser Ala' Thr Phe Pr<P Glu Val Gin Glu Leu 



20 



25 



Glu Glu Ala val ser Asn Asp Asn Ala Ala Ala Glu His Gin Glu Thr 
35 40 45 

ser val ASP Ser Trp Met Met Pre Tyr Asn Ar« Pro Lya Arg Ser Phe 

50 55 

Lys cys I-ys Phe Cys Cys Gly Cy.. Cys Arg Ala Gly val Cys Gly L.u 

K.; 10 



6S 

Cys Cys Lys Phe 



<210> 227 
<211> 84 
<212> PRT 

<213> Hippoglossoides platessoides 



Ly^Thr Phe Val Val Ala Val Thr Val Ala Val Val Leu Val Phe 

1 5 ■'■^ 



He cys lie Gin Gin Ser Ser Ala Thr Phe Pro Glu Val Gin Glu Leu 
20 25 

Glu Glu Ale val Ser Asn Asp Asn Ala Ala AXa Glu His Gin Glu Thr 
35 40 45 

ser val Asp Ser Trp Met Met Pro Tyr Asn Arg Gin l.ys Arg Ser Phe 
50 55 60 

Lys cys Lys Phe Cys Cys Gly Cys Cys Arc, Ala Gly Val Cys Gly Leu 

70 75 



65 

Cys Cys Lys Phe 



<210> 228 
<211> 84 
<212> PRT 

<213> Hippoglossoides platessoides 
<400> 228 



M^t Lys Thr ser Val Val Ala Val Thr Val Ala Val Val Leu Val Phe 



1 



He cys lie Gin Gin Ser Ser Ala Thr Phe Pro Glu Val Gin Glu Leu 
20 25 

Glu Glu Ala val ser Asn Asp Asn Ala Ala Ala Ala rtis Gin Glu Thr 
35 40 45 
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Ser VbX Asp Ser Trp Mer Met Pro Tyr Asn Arg Gin Lys Arg Ser Phe 

30 ^5 
Lys Cys Lys Phe Cys Cys Gly Cys Cys Arg Ala Gly Val Cys Gly Leu 
65 70 75 

Cys Cys Lys Phe 



<210> 229 
<2ll> 84 
<212> PRT 

<213> Hippcglossoides platessojdes 



tTlyl'l^r Ph. Se. vaX Ala Val Thr Val Al. Val Val Leu val Phe 
1 5 

lie cys lie Gin Gin Ser Ser Ala Thr Ph« Pro .Glu Val Gin Glu Leu 
20 25 

Glu Glu Ala val Ser Asn Asp A,n Ala Ala Ala Glu His Gin Glu Thr 

35 

S« val Asp Leu Trp Met Met Pro Tyr Asn Arg Gin Lys Arg Gly Phe 

50 55 60 

Lys cys Lys Phe Cy. Cys Gly Cys Cys Ser Pro Gly val Cys Gly Leu 
65 " 

Cys Cys Arg Phe 



<210> 230 
<211> 84 
<212> PRT 

<213> Hippoglossoides platessiiides 

M:°°iyf ?hr Phe Ser val Ala v.a Ala Val Ala Val Val Leu lie Phe 

lie cys He Gin Gin Ser ser Ala Thr Phe Pro Glu Val Gin Glu Leu 

20 

Glu Glu Ala val Ser Asn Asp A.n Ala Ala Ala Glu Kls Gin Glu Thr 
35 40 45 



ser Leu Asp Ser Trp Met Met Pro Tyr Asn Arg Gin Lys Arg Gly Phe 

Lys cys Lys Phe Cys Cys Gly Cys Cys Arg Ala Gly Val Cys Gly Leu 
•65 " 
Cys Cys Lys Phe 



<210> 231 
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<211> 84 

<212> PRT 

<213> Hippoglossoides placessoides 



M^t^Lyf Pn. Ser vaX ^la Va. Thr Val ;.la v.l Val Leu Val Phe 



5 10 



lie cys lie em Gin Ser Ser Al. Thr Phe Pro Glu Val Gin Glu Leu 
20 25 

Glu Glu Ala val ser Asn Asp Asi> Ala Ala Ala Glu His Gin Glu Thr 
33 

Ser Leu Asp Ser Trp Met Met Pro Tyr Asn Arg Hi» Lys Arg Ser Phe 



50 



55 



Lys Cy. Lys Phe Cys Cys Gly Cys Cys Arg Ala Gly Val Cys Gly Leu 



65 

cys Cys Lys Phe 



<:210> 232 
<211> 84 

<212> ?RT , 
<213> Hippoglossoides platessc ides 

2l'ly"r^r Phe ser Val Ala V.l Thr Val Ala Val val Leu Val Phe 
1 5 1" 

He cys lie Gin Gin Ser Ser Ala Thr Phe Pro Glu Val Gin Glu Leu 
20 25 

Gly Glu Ala val Ser Asn Asp A.n Ala Ala Ala Glu His Gin Glu Thr 

Ser val Asp Ser Trp Met Met Pro Tyr Asn Arg Pro Lys Arg Ser Phe 

50 55 
Ly3 cys Lys Phe Cys Cys Gly Cys Cys Arg Ala Gly Val Cys Gly Leu 

65 ^ ^ 

Cys Cys Lys Phe 



<210> 233 

<211> 84 

<212> PRT 

<213> Salmo salar 



<400> 233 

Met Lys Thr Phe Ser Val Ala Val 
1 5 

He Cys He Gin Gin Ser Ser ivla 
20 



Thr Val Ala Val Val Leu He Phe 
10 15 

Thr Ser Pro Glu Val Gin Gly Leu 
25 30 
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Glu Glu Ala val Ser Asn Asp Asn Ala Ala Ala Gin His Gin Glu Thr 

35 ^0 «5 



V^l Asp Ser Trp Niet M«t Pro Tyr Asn Arg Gin Lys Airg Gly Phe ^ 
50 55 60 

Lys Cys Lys Phe Cys Cys Gly Cys Cys Arg Pro Gly Val Cys Gly Leu 
65 ^0 ' 

Cys Cys Arg Ser 



Ser 



<210> 234 
<211> 84 
<212> PRT 

<213> Hippoglossus hippoglossuii 



Jly^ihr Phe Ser Val Al^ Val Thr Val Ala Val Val Leu Val Phe 



<400> 234 
Met 



1 



[le cys He GXn Gin Ser Ser Al.» Thr Phe Pro Glu Val Gin Glu Leu 



20 



Glu Glu Ala val Ser Rsn Asp Asa Ala Ala Ala Glu Hi3 Gin Glu Thr 

35 

ser Val A3P Leu Trp Met Met Pro Tyr Asn Arg Gin Lys Arg Gly Pha 
50 55 60 

Lys cys Lys Phe Cys Cys Gly Cys Cys Arg Pro Gly Val Cys Gly Leu 
65 70 75 

Cys Cys Arg Phe 



<210> 235 
<211> 84 
<212> PRT 

<213> HippogXossus hippoglossus 

M^t'Ly^Jhr Phe Ser Val Ala V.al Thr val Ala Val Val Leu Val Phe 
1 5 10 

lie cys lie Gin Gin Ser Ser ALa Thr Phe Pro Glu Val Gin Glu Leu 
20 25 



Glu Glu Ala val ser Asn Asp Asn Ala Ala Ala Glu His Gin Glu Thr 

35 ^0 
ser val Asp Leu Trp Met Mer Pro Tyr Asn Arg Gin Lys Arg Gly Phe 

50 55 60 

Lys cys Lys Phe Cys Cys Gly Cys Cys Ser Pro Gly Val Cys Gly Leu 



50 

Lys Phe Cys C 
65 70 

Cys Cys Arg Phe 
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<210> 236 
<211> 84 
<212> PRT 

<213> Hippoglossus hippoglossus 

<400> 236 . 

Met hY& Thr Phe Ser VaX A^a Val 
X 5 

lie Cys lie Gin Gin Ser Ser Ala 
20 

Glu Glu Ala Val Ser Asn Asp Asn 
35 40 

Ser Val Asp Ser Trp Met Met Pro 
50 55 

Lys Cys Lys The Cys Cys- Gly Cys 
65 ^0 

Cys Cys Lys Phe 



Thr Val Ala Val Va3. Leu Val Phe 
10 " 

Thr Phe Pro Glu Val Gin Glu Leu 
25 30 

Ma Ala Ala Glu His Gin Glu Thr 
45 

Tyr Asn Arg Gin Lys Arg Gly Phe 
60 

Cys Ser Pro Gly Val Cys Gly Leu 
75 BO 



.<210> 237 
<211> 84 
<212> PRT 

<213> Hippoglossus hippoglossu^i 

Me^Lyf Jhr Phe Ser Val Ala Val Thr Val Ala val Val I,«u Val Phe 
J. 5 l'^ 

lie cys lie Sin Gin Ser Ser Ala Thr Phe Pro Glu Val Gin Glu Leu 
20 25 30 

Glu Glu Ala Val Ser Asn Asp A.n Ala Ala Ala Glu His Gin Glu Thr 
35 40 4^ 

ser val Asp Ser Trp Met Met Pxo Tyt Asn Arg 6ln Lys Ar« Gly Phe, 

Lys cys Lys Phe Cy^ Cys Gly Cys Cys Arg Pro Gly Val Cye Gly Leu 
65 70 75 

Cys Cys Lys Phe 



<210> 238 
<211> 84 
<:212> PRT 

<213> Hippoglossus hippoglosS'As 



M^^Lyf ?hr Phe Ser Val Ala V.l Thr Val Ala Val Val Leu Val P.e 
1 5 *° 
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lie Cys He Gin Gin Ser Ser Ala Thr Phe Pro Glu Val Gin Glu Leu 
20 25 30 

Glu Glu Ala Val Ser Asn Asp Asn Ala Ala Ala Glu His Gin Glu Thr 
35 40 45 

Ser Val Asp Ser Trp Met Met Pio Tyr Asn Arg Gin Lys Arg Gly Phe 

50 55 6P 

Lys Cys Lys Phe Cys Cys Gly Cys Cys Arg Pro Gly Val Cys Gly Leu 
65 70 75 80 

Cys Cys Lys Phe 



<210> 239 
<211> 84 
<212> PRT 

<213> Hippoglossus hippoglossus 
<400> 239 

Met Lys Thr Phe Ser Val Ala Vsl Thr Val Ala Val Val Leu Val Ph« 
1 5 10 15 . 

He Cys He Gin Gin Ser Ser A3 a Thr Phe Pro Glu Val Gin Glu Leu 
20 25 30 

Glu Glu Ala Val Ser Asn Asp Asm Ala Ala Ala Glu His Gin Glu Thr 
35 40 45 

Ser Val Asp Ser Trp Mer Met Pio Tyr Asn Arg Gin Lys Arg Gly Phe 
50 55 60 

Lys Cys Lys Phe Cys Cys Gly Cys Cys Arg Pro Gly Val Cys GXy Leu 
65 70 75 80 

Cys Cys Arg Phe 



<210> 240 
<211> 81 
<212> PRT 

<2l3> Pleuronectes americanus 
<400> 240 

Met Lys Thr Phe Ser Val Ala V^.l Thr Val Ala Val Val Leu Val Phe 
15 10 15 

He Cys He Gin Gin Ser Ser Ala Thr Phe Pro Glu Val Gin Glu Leu 
20 25 30 

Glu Glu Ala Val Ser Asn Asp Ai:n Ala Ala Ala Glu His Gin Glu Thr 
35 ^10 45 

Pro Val Asp Ser Giy Met Met Pj o Asn Asn Arg Gin Lys Arg Ser Ala 
50 55 60 

Asp Cys Trp Pro Cys Cys Asn Gin Asn Gly Cys Gly Thr Cys Cys Lys 
65 70 75 30 
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Val 



<210> 241 
<2ll> 81 
<212> PRT . 

<213> Pleuronectes ferruginea 
<400> 241 

Met Lys Thr Phe Ser Val A1& Val Thr Vai Ala Val Val Leu Val Phe 
1 5 10 15 

lie Cys lie Gin Gin Ser Ser Ala Thr Phe Pro Glu Val Gin Glu Leu 
20 25 30 

Glu Glu Ala Val Ser Asn Asp Asn Ala Ala Ala Glu His Gin Glu Thr 
35 40 45 

Ser val Asp Ser Trp Met M'=»t Pro Tyr Asn Arg Gin Lys Arg Ser Ala 
50 55 60 

Glu Cys Ser Phe Cys Cys Asn Glu Ser Gly Cys Gly lie Cys Cys Lys 
65 70 75 80 

Phe 



<210> 242 
<211> 81 
<2l2?> PRT 

<213> Pleuronectes ferruginea 
<400> 242 

Met Lys Thr Phe Ser Val Ala Vil Thr Val Ala Val Val Leu Val Phe 
15 10 15 

lie Cys lie Gin Gin Ser Ser A3.a Thr Phe Pro Glu Val Gin cio Leu 

20 25 30 

Glu Glu Ala Val Ser Asn Asp A^^n Ala Ala Ala Glu His Gin Glu Thr 
35 40 45 

Ser Val Asp Ser Trp Met Met Pro Tyr Asn Arg Gin Lys Arg Ser Ala 
50 S5 60 

Glu Cys Ser Phe Cys Cys Asn Glu Ser Gly Cys Gly lie Cys Cys Lys 
65 70 75 80 

Phe 



<210> 243 
<211> 27 
<212> PRT 

<213> Glyptocephalus cynoglos:;us 
<400> 243 
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Met Pro Asn Asn Arg Gin Lys Aig Gly Ser Asn Cys Lys Pro Cys Cys 
1 5 10 15 



Asn His Asn Gly Cys Gly Thr C^s Cys Glu Val 
20 25 



<210> 244 
<ail> 67 
<212> PRT 

<213> Hippoglossoides platesscddes 
<400> 244 

Met Lys Phe Thr Ala Thr Phe Lffu Met Leu Phe lie Phe Val Leu Met 
15 10 15 

VaX Glu Pro Gly Glu Cys Gly Trp Lys Ser Val Phe Arg Lys Ala Lys 
20 25 30 

Lys Val Gly Lys Thr Val Gly GJ.y Lea Ala Leu Asp His Tyr Leu Gly 
35 ^.0 '45 

Glu Gin Gin Glu Leu Asp Lys Aj^g Ala Val Asp Glu Asp Pro Ser lie 
50 55 60 

Val Phe Asp 
65 



<210> 245 
<211> 67 
<212> PRT 

<213> Hippoglossoides platesscsides 
<400> 245 

Met Lys Phe Thr Ala Thr Phe L<;u Met Leu Phe lie Phe Val Leu Met 
15 10 15 

Val Glu Pro Gly Glu Cys Gly Trp Lys Lys Trp Phe Asn Arg Ala. Lys 
20 25 30 

Lys Val Gly Lys Thr Val Gly GLy Lea Ala Val Asp His Tyr Leu Gly 
35 ' 10 45 

Lys Gin Pro Glu Leu Asp Lys Acg Ala val Asp Glu Asp Pro Ser He 
50 55 60 

val Phe Asp 
65 



<210> 246 
<211> 66 
<2a2> PRT 

<213> Hippoglossoides platessoides 
<400> 246 

Met Lvs Phe Thr Ala Asn Ph© L^u Met Leu Pho He Phe Val Leu Met 
1 5 10 15 

Phe Glu Px-o Gly Glu Cys Gly Trp Arg Thr Leu Lys Lys Ala Glu 
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20 25 • 30 

Val Lys Thr val Gly Lys Leu Ala Lea Lys His Tyr Leu Gly Lys Gin 
35 40 45 

Pro GlM Leu Asp Lys Arg Ala lie Asp Asp Asp Pro Ser lie lie Val 
50 55 60 



Phe Asp 
65 



<210> 247 
<211> 68 
<212> PRT 

<213> Pleuironectes americanus 
<400> 247 

Mer Lys Phe Thr Ala Thr Phe Leu Met lie Ala lie Phe Val Leu Met 
15 10 13 

Val Glu Pro Gly Glu Cys Gly Txp Gly Ser Phe Phe Lys Lys Ala Ala 
20 . 25 30 

His Val Gly Lys His Val Gly Lys Ala Ala Leu Thr His Tyr Leu Gly 
35 40 45 

Asp Lys Gin Glu Leu Asn Lys Ai g Ala Val Asp Glu Asp Pro Asn Val 
50 55 60 

lie Val Phe Glu 
65 



<210> 248 

<211> 56 
<212> PRT 

<213> Pleuronecres ferruginea 

<400> 248 

t4et Lys Phe Thr Ala Thr Phe Lf»u Met Met Cys lie Phe vai Leu Met 
1 5 10 15 

Val Glu Pro Gly Glu Cys Arg Trp Gly Lys Trp Phe Lys Lys Ala Thr 
20 25 30 

His Val Gly Lys His Val Gly Lys Ala Ala Leu Thr Ala Tyr Leu Gly 
35 '10 45 

Asp Lys Gin Glu Leu Asp Lys Arg 
50 55 



<210> 249 
<211> 68 
<212> PRT 

<213> Pleuronectes americanus 
<400> 249 

Met Lys Phe Thr Ala Thr Phe L-su Met Met Phe He Phe Val Leu Met 
15 10 15 
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Val Gla Pro Gly Glu Cys Gly Txp Gly Ser He Phe Lys His Gly Arg 
20 25 30 

His Ala Ala Lys His He Gly His Ala Ala Val Asn His Tyr Leu Gly 
35 40 45 

Glu Gin Gin Asp Leu Asp Lys Ai g Ala Val Asp Gl|i Asp Pro Asn Val 
50 55 60 

He val Phe Glu 
65 



<210> 250 
<211> 56 
<212> PRT 

<213> Glyptocephalus cynoglos5:us 
<400> 250 

net. Lys Phe Thr Ala Thr .Phe U:u Met Met Phe Met Val Val Ireu Met 

1.5 10 15 

Ala Glu Pro Gly Glu Ala Gly Trp Gly Ser He Phe LyS His He Phe 

20 25 30 

Lys Ala Gly Lys Phe He His Gly Ala He Gin Ala His Asn Asp Gly 

35 "5 0 45 

Glu Glu Gin Asp Leu Asp Lys Aj-g 

50 55 



<210> 251 
<211> 67 
<212> PRT 

<213> Glyptocephalus cynogloswus 
<400> 251 

Met Lys Phe Thr Ala Thr Phe L<3U Val Leu Phe Met Val Val Leu Met 
15 10 15 

Ala Gly Ser Gly Glu Cys Gly l-rp Lys Lys Trp Phe Thr Lys Gly Ala 
20 25 30 

Lys His Leu Gly Gin Ala Ala I.Le Asn Gly Leu Ala Ser Cys Glu Glu 
35 -10 45 

Gin Gin Glu Leu Asp Lys Arg St»r Glu Asp Asp Glu Pro Ser Ala He 
50 55 60 

Val Phe Glu 
65 



<210> 252 
<211> 67 
<212> PRT 

<:213> Glyptocephalus cynoglossus 
<4Q0> 252 
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Met Lys Phe Thr Ala Thr Phe Leu Val Leu Phe Met Val Val Leu Met 
1 5 10 15 

Ala Gly Ser Gly Glu Cys Gly Tip Lys Lys Trp Leu Arg Lys Gly Ala 
20 25 30 

Lys His Leu Gly Gin Ala Ala lie Lys Gly Leu Ala Ser Cys Glu Glu 
3^ 40 45 

Gin Gin Glu Leu Asp Lys Arg Ser Met Asp Asp Glu Pro Ser Ala He 
50 55 60 

Val Phe Asp 
65 



<210> 253 
<211> 67 
<212> PRT 

<213> Glyptocephalus cynoglossus 
<400> 253 

Met Lys Phe Thr Ala Thr Phe L€U Val Leu Phe Met Val Val Leu Met 
15 10 15 

Ala Gly Ser Gly Glu Cys Gly Tip Lys Lys Trp Leu Arg Lys Gly Ala 
20 25 30 

Lys His L«u Gly Gin Ala Ala 12 e Lys Gly Leu Ala Ser Cys Glu Glu 
35 40 45 

Gin Gin Glu Leu Asp Lys Arg S^-.r Met Asp Asp Glu Pro Ser Ala He 
50 55 60 

Val Phe Asp 
65 



<210> 254 
<211> 67 
<212> PRT 

<213> Glyptocephalus cynoglos-sus 

<4C0> 254 

Met Lys Phe Thr Ala Thr Phe UiU Val Leu Phe Met Val val Leu Met 
15 10 15 

Ala Gly Ser Gly Glu Cys Gly Trp Lys Lys Trp Phe Thr Lys Gly Ala 
20 25 30 

Lys His Leu Gly Gin Ala Ala i;'..e Asn Gly Leu Ala Ser Cys Glu Glu 
35 '10 4 5 

Gin Gin Glu Leu Asp Lys Arg Sar Glu Asp Asp Glu Pro Ser Ala lie 
50 55 60 

Val Phe Glu 
65 



<210> 255 
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<211> 62 
<212> PRT 

<213> elyptocephalus cynoglossus 

<400> 255 

Met Lys Phe Thr Ala Thr Phe Lea Val Leu Phe Met Val Val Leu Met 
15 10 15 

Ala Gly Ser Gly* C3lu Cys Gly Tip Lys Lys Trp Phe Thr Lys Gly Glu 
20 25 30 

Arg Leu Ser Gin Arg His Phe A] a Asp Val Glu Gin Gin Glu Leu Asp 
35 00 45 

Lys Arg Ser Val Asp Asp Glu Pio Ser Ser lie Ala Phe Asp 
50 55 60 



<210> 256 
<211> 62 
<212> PRT 

<2l3> Glyprocephalus cynoglossjus 
<:400> 256 

Met Lys Phe Thr Ala Thr Phe Lc:u Val Leu Phe Met Val Val Leu Met 
1 5 10 15 ■ 

Ala Glu Pro Gly Glu Gly Tyr Trp Arg Phe Arg Asn His Arg Gly Glu 
20 25 30 

Arg Leu Ser Gin Arg His Phe Ala Asp Val Glu Gin Gin Glu Leu Asp 
35 -10 43 

Lys Arg Ser Val Asp Asp Glu Pro Ser Ser lie Ala Phe Asp 
50 55 60 



<210> 257 
<2ll> 65 
<212> PRT 

<213> Glyptocephalus cynoglos.sus 

<400> 257 ^ 
Met Lys Phe Thr Ala Thr Phe L*3»u Val Leu Val He Val Met Phe Glu 
15 10 15 

Pro Gly Glu Cys Phe Gly Met Leu Phe His Arg Val His His Ala Gly 
20 25 30 

Arg Leu He His Arg Phe He Lys Arg His Gly Asp Val Glu Gin Gin 
35 40 45 

Glu Leu Asp Lys Arg Ser Val Asp Asp Glu Pro Ser Ser He Ala Phe 
50 55 60 

Ala 
€5 



<210> 258 
<211> 76 
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<212> PBT 

<213> Glyptocephalus cynoglosf.us 

<400> 258 , ^ 

Met: Lys Phe Thr Ala Thr Phe Uu Val Leu Phe Met Val Val Leu Met 
15 10 IS 

Ala Glu Prg Gly Asp Cys He Pt.e Gly Leu He Ala Thr Ala Val His 
20 25 30 

Asn Ala Gly Arg Leu He His Ai-g Leu Leu Gly Phe His His Gly Pro 
35 '"0 *S 

Pro Gly Phe Trp His Gly Asp Veil Glu Gin Gin Glu Leu Asp Lys Arg 
50 55 60 

Ser Val Asp Glu Glu Pro Ser Ala He Val Phe Glu 
65 70 75 



<210> 259 
<211> 76 
<212> PRT 

<213> Glyptocephalus cynoglosrsus 
<400> 259 

Met Lys Phe Thr Ala Thr Phe L.su Val Leu Ph© Met Val Val Leu Met 
1 5 10 ^5 

Ala Glu Pro Gly Asp Cys He Ptie Gly Leu He Ala Thr Ala Val His 
20 25 30 

Asn Val Gly Arg Leu val His Acg Leu Leu Gly Phe His His Gly Pro 
35 40 45 

Pro Gly Phe Trp His Gly Asp Val Glu Gin Gin Glu Leu Asp Lys Arg 
50 55 60 

Ser Val Asp Glu Glu Pro Ser Ala He Val Phe Glu 
65 70 75 



<210> 260 
<211> 69 
<212> PRT 

<213> PlGuronectes americanus 

<40b> 250 ^ 

Met Lys Phe Thr Ala Thr Phe. Leu Val Leu Ser Leu Val Val Leu Met 
5 10 15 

Ala Glu Pro Gly Glu Cys Fhe X.eu Gly Ala Leu He Lys Gly Ala He 
20 25 30 

His Gly Gly Arg Phe He His Gly Met He Gin Asn His His Gly Tyr 
35 40 45 

Asp Glu Gin Gin Glu Leu Asp I.ys Arg Ser Val Asp Asp Asn Pro Gly 
50 55 60 

Ala. He Val Phe Asp 
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<210> 261 
<2I1> 68 
<212> PRT 

<213> Pleuronectes americanus 
<400> 261 

Met bys Leu Ala Ala Ala Phe Leu Val Leu Phe Leu Val Val Leu Met 
1 5 xo 15 

Ala Glu Pro Gly Glu Ser Phe Leu Gly Phe Leu Phe His Gly lie Arg 
20 25 30 

His Gly lie Lys Ala lie His Gly Met He His Gly Asn Ser Leu Asp 
35 40 45 

Glu Met Gin Glu Leu Asp Lys Arg Ser Phe Asp Asp Asn Fro Asn Ala 
50 55 60 

lie Val Phe Asp 
65 



<210> 262' 
<:211> 68 
<212> PRT 

<213> Pleuronectes ferruginea 
<400> 262 

Met Lys Leu Ala Ala Ala Phe L«iu Val Leu Phe Leu Val Val Leu Met 
1 5 10 15 

Ala Glu Pro Gly Glu Gly Phe L*iu Gly Phe Leu Phe His Gly lie His 
20 25 30 

His Gly He Arg Ala lie His Hxs Leu He His Gly Gin Arg Tyr Asp 

35 

Glu Gin Gin Glu Leu Asp Lys A:cg Ser Val Asp Asp Asn Pro Gly Ala 
50 55 60 

He Val Phe Asp 
65 



<ai0> 263 

<211> 55 
<212> PRT 

<213> Hippoglossus hippoglossus 

<400> 263 , , , ^ ^ 

Met Lys Phe Thr Ala Thr Phe Lsu Val Leu Phe Met Val Val Leu Met 
1 5 . 10 15 

Ala Glu Pro Gly Glu Cys Phe Leu Gly Leu Leu Phe His Gly Val His 
20 25 30 

His Val Gly Lys Leu He His Gly Leu He His Gly Gly Tyr Asp Glu 
35 40 45 
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Gin Gin Glu Leu Asp Lys Arg 
50 55 



<210> 264 
<211> 57 
<212> PRT . 

<213> Hippoglos3us hippoglossus 

<4Q0> 264 , , ^ ^ 

Met Lys Phe Thr Ala Thr Phe Lea Val Leu Phe Met Val Val Leu Met 
15 10 IS 

Ala Glu Pro Gly Glu Cys Phe Leu Gly Leu Leu Phe His Gly Val His 
20 25 30 

His Val Gly Lys Trp He His Gly Leu He His Gly His His Gly Tyr 
35 40 45 

Asp Glu Gin Gin Glu Leu Asp Lys Arg 
50 55 



<210> 265 

<2ai> 61 

<212> PRT 

<213> Hippoglossus hippoglossus 
<400> 265 

Mer Lys Phe Thr Ala Thr Phe Leu Val Leu Phe Met Val val Leu Met 
15 10 15 

Ala Glu Pro Gly Glu Gly Phe L«:u Gly He Leu Phe His Gly VaX His 
20 25 30 

His Gly Arg Lys Lys Ala Leu His Met Asn Ser Glu Arg Arg Ser Tyr 
35 ';0 45 

Asp Glu Arg Gin Gin Gin Gin Gin Glu Leu Asp Lys Arg 
50 55 60 



<210> 266. 
<211?' 60 
<212> PRT 

<213> Hippoglossus hippoglossus 

<400> 266 

Mer Lys Phe Thr Ala Thr Phe L.^u Val Leu Phe Met Val Val Leu Met 
X ^ 10 IS 

Ala Glu Pro Gly Glu Gly Leu Gly Asn Trp Met Gly Pro His He Ser 

20 25 30 

Gly Glu Lys Lys Ala Leu His Met Asn Ser Glu Arg Arg Ser Tyr Asp 
35 40 ^S 

Glu Arg Gin Gin Gin Gin Gin Glu Leu Asp Lys Arg 
50 55 60 



PAGE 95/134' RCVD AT 12/28/2007 3:13:20 PM [Eastern Standard Time]' SVR:USPTO€FXRF-5/28' DNIS:2738300' CSID:4165957306' DURATION (mm-ss):3744 



Dac-28-07 03:39pin From-SIMBAS LTD 



416595 7306 



T-014 P. 095/133 F-469 



<210> 267 
<211> 43 
<212> PRT 

<213> Glyptocephalus cytioglossas 

<400> 267 , w ^ 

Met Lys Leu Thr Ala Thr Phe Lea Val Leu Phe Men Val v&l Leu Met 
15 10 15 

Ala Glu Pro Gly Glu Gly Phe Trp Gly Lys Leu Phe Lys Leu Gly Leu 
20 25 30 

His Gly He Gly Leu Leu His Leo His Leu Gly 
35 40 



<210> 268 
<211> 67 
<:212> PRT 

<213> Pleuronectes americanus 
<400> 268 

Met Lys Phe Ala Thr Ala Phe Leu Met Leu Ser Met: Val Val Leu Met 
1 5 10 15 

Ala Glu Pro Gly Glu Cys Arg Ser Thr Glu Asp He He Lys Ser He 
20 25 30 

Ser Gly Gly Gly Phe Leu Asn Ala Met Asn Ala Gly Tyr Asn Glu Gin 
35 40 45 

Gin Glu Leu Asn Lys Arg Ser Ai:p Asp Asp Asp Ser Pro Ser Leu He 
50 55 60 

Val Phe Asp 
65 



<21C-- 269 
<211> 68 
<212> PRT 

<213> Pleuronectes americanus 

Met^Lys^Phe Thr Ala Thr Phe Leu Leu Leu Phe He Phe Val Leu Met 

val Asp Leu Gly Glu Gly Arg Arg Lys Arg Lys Trp Leu Arg Arg He 
20 25 30 

Gly Lys Gly Val Lys He He Gly Gly Ala Ala Leu Asp His Leu Gly 
35 40 45 

Gin Gly Gin Val Gin Gly Gin Asp Tyr Asp Tyr Gin Glu Gly Gin Glu 
50 55 60 

Leu Asn Lys Arg 
65 
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<210> 270 
<211> 98 

<2i2> pax 

<213> Pleuronect.es americanus 
<400> 270 

Met Lys Phe Thr Ala Thr Leu Leu Leu Leu Phe lie Phe Val Leu Met 
.1.5 10 15 

Val Asp Leu Gly Glu Gly Arg Arc; Lys Lys Lys Gly Ser Lys Arg Lys 
20 25 30 

Gly Ser Lys Gly Lys Gly 53er Ly3 Gly Lys Gly Arg Trp Leu Asp Arg 
35 40 45 

He Gly Lys Ala Gly Gly He He He Gly Gly Ala Leu Asp His Leu 
50 55 60 

Gly Gin Gly Gin Val Gin Gly Pro Asp Tyr Asp Tyr Gin Glu Gly Glu 
65 . 70 . 75 80 

Glu Leu Asn Lys Arg Ser Asp Asp Asp Asp Ser Pro Ser Leu lie Phe 
85 90 ®^ 

Phe Asp 



<210> 271 
^211> 85 
<212> PRT 

<213> Pleuronecres americanus 

Met^Lys^Phe Thr Ala Thr Phe Lea Leu Leu Phe He Phe val Leu Met 
1 5 10 

Val Asp Leu Gly Glu Gly Arg Aig Lys Lys Lys Gly Ser Lys Arg Lys 
20 25 

Gly Ser Lys Gly Lys Gly Ser Lys Gly Lys Gly Arg Trp Leu <51u Arg 
35 40 45 

He Gly Lys Ala Gly Gly He He He Gly Gly Ala Leu Asp His Leu 
50 55 60 

Gin Gly Gin Val Gin Gly Pro Asp Tyr Asp Tyr Gin Glu Gly Glu 



Gly 

65 70 

Glu Leu Asn Lys Arg 
85 



<210> 272 
<211> 728 
<212> DNA 

<213> Pleuronectes americanus 

<220> 
<221> CDS 



75 80 
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<222> (153) . . (252) 

<220> 
<221> CDS 

<:222> 1483) - - (513) 

<220> 

<221> CDS 

<222> (615) - . (687) 

lillUlllo ttgcccactt tgtartcg.--a aggtaararc aatatttttc aaattcartt 60 
agacgagacc aacctrttgg gaaatctg.rt cagcttatta ctgcaraatg caaatgttaa 120 
tgarctttat ttttcrgttt crrrrttgta ga atg aag ttc act gcc acc ttc 

^ Mfiir T.v.«^ Phe Thr Ala Thr Phe 



173 



Mec hys Phe Thr Ala Thr Phe 
1 5 



221 



etc atg atg ttc ate ttc gtc etc atg gtt gaa cct gga gag tgt ggt 
Leu Met Me? Phe He Phe Val Lea Met Val Glu Pro Gly €lu Cys Gly 
10 15 20 

tgg gga age att ttt aag cat ggt cgt cat g gtaaagtcac ggaattaatt 272 
Trp Gly Ser He Ph© Lys His Gly Arg His 
25 30 

agcttttaac tttgcaaata ttgttttttt ttttaacagc tggaaactca caaaaata^a 332 

tagccgatat atttggccaa- ttataatcac tttgatctaa ataacaacct aaaaggectt 392 

tgattagcat gtttctrcaa taaaatgatt gaacactact taaaggtatg tataaaacat 452 

c«c.„t,t ^.«.=ac:., «^ c« ,,c „t ,c. =0. 

35 40 

gcc gtt aa gtaaggactt ctaccatt.at tactgtataa ttttgatagt attatcacca 563 
Ala Val Asn 

gtattgttat tgacaacttc tcttttt.:ct gctgatccga ctcatccgca g t cat 618 

45 

tac ctt aac gag cag caa gat etc gac aag cgc gca gtc gat gaa gac 
Tvr III lly Til Gin Gin Asp L-.u Asp Lys Arg Ala Val Asp Glu Asp 
^ 50 55 60 

cca aat gtt att gtt ttt gaa tgaagaaatc gccttgaagg agccttcaga 
Pro Asn Val He Val Phe Glu 
65 

agggcgaatt c 

<210> 273 
<211> 66 
<212> PRT 

<213> Pleuronectes americanus 
<400> 273 



666 



717 



728 
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Met Lys Phe Thr Ala Thr Phe Leu 

1 * 5 

Val Glu pro Gly Glu Cys Gly Trp 
20 

His Ala Ala Lys His He Gly His 

Glu Gin Gin Asp Leu Asp Lys Ar<f 
50 55 

lie Val Phe Glu 
65 



Met Met Phe lie Phe Val Leu Met 
10 15 

Gly Ser He Phe Lys His Gly Arg 
25 30 

Ala Ala Val Asn His Tyr Leu Gly 
45 

Ala Val Asp Glu Asp Pro Asn Val 
60 



<210> 274 
<211> 60 
.<212> PRT 

<213> Pleuronectes aiaericanus 

M^lyVLe Thr Ala Thr Phe Lea Met He Ala He Phe Val Leu Met 
1 5 10 . 1^ 

Val Glu Pj:o Gly Glu Cys Gly Trp Gly Ser Phe Phe Lys Lys Ala Ala 



20 



25 30 



His val Gly Lys His Val Gly hys Ala Ala Leu Thr His Tyr Leu Gly 
35 ^0 4^ 



Asp Lys Gin Glu Leu Asn Lys Aig Ala Val Asp Glu 
^ 55 -^0 



50 



<210> 275 
<21l> 60 
<212> PRT 

<213> Pleuronectes americanus 

Sef ^yfphe Thr Ala Thr Phe L..u Met Met Phe He Phe val Leu Met 

1 ^ 

Val Glu Pro Gly Glu Cys Gly Tcp Gly Ser He Phe Lys His <5ly Arg 
20 25 30 

His Ala Aia Lys His He Gly HLs Ala Ala val Asn His Tyr Leu Gly 
35 



40 45 



Glu Gin Glr» Asp Leu Asp Lys Arg Ala Val Asp Glu 
SO .5S 60 



<210> 276 
<211> 61 
<212> PBT 

<213> Pleuronecces americanue 
<400> 276 
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Met Lys Phe Thr Ala Thr Phe Leu Val Leu Ser Leu Val Val Leu Met 



10 



Ala Glu Pro Gly Glu Cys Phe Leu Gly Ala Leu lie Lys Gly Ala He 
20 ' 25 ^° 

His Gly Gly Arg Phe He His Gly Met He Gin Asn His His Gly Tyr 
33 40 . " 

Asp Glu Gin Gin Glu Leu Asn Lys Arg Ala Val Asp Glu 
50 55 ^° 



<210> 277 
<211> 72 
<212> PRT 

<2l3> Pleuronectes aitiericanus 

Mer'^Lyrke Thr Ala Thr Phe Leu Leu Leu Phe IXe Phe val Leu Met 
1 5 ^- 

Val Asp Leu Gly Gla Gly Arg Ar-j Lys Arg Lys Txp Leu Arg Arg He 
20 25 30 

Gly Lys Gly Val Lys He He Giy Gly Ala Ala Leu Asp His L«u Gly 



35 



Gin Gly Gin Val Gin Gly Gin Asp Tyr Asp Tyr Gin Glu Gly Gin Glu 
50 55 60 

Leu Asn Lys Arg Ala Val Asp Glu 
65 70 



<210>- 278 
<211> 89 
<212> PRT 

<213> Pleuronectes americanus 

«ll'lyVli.^ Thr Ala Thr Phe Le.-u Leu Leu Phe He Phe Val Leu Mer 

1 ^ 

val ASP Leu. Gly Glu Gly Arg Arg Lys Lys Lys Gly Ser Lys Arg Lys 
20 25 



Gly ser Lys Gly Lys Gly Ser Lys Gly Lys Gly Arg Trp Leu Glu Arg 
35 

He Gly Lys Ala Gly Gly He He He Gly Gly Ala Leu Asp His Leu 

50 55 
Gly Gin Gly Gin Val Gin Gly Pro Asp Tyr Asp Tyr Gin Glu Gly Glu 

Kc: 70 '5 



65 

Glu Leu Asn LyS Arg Ala Val Asp Glu 
85 



<210> 279 
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<211> 24 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 

<400> 279 

Met Trt> Lys Asp Val Leu Lys Ly» lie Gly Thr Val Ala Leu His Ala 
15 10 15 

Gly Lys Ala Ala Leu Gly Ala Va.L 
• 20 



<210> 280 
<211> 25 

<212> PRT 

<213> Artificial Sequence 
<22Q> 

<223> Description pf Artificial Sequence: Synthetic 
peptide 

<400> 280 

Ser He Gly Ser Ala Phe Lys Lys Ala Leu Pro Val. Ala Lys Lys lie 
1 5 10 1^ 

Gly Lys Ala Ala Leu Pro lie Ala Lys 
20 25 



<210> 281 
<211> 934 
<212> DNA 

<213> Unloiown Organism 

<220> 

<221> CDS 

<222> (18S)..(266) 

<220> 

<22X> CDS 

<222> C676) . . (771) 

<223> Description of Unknown C>rganism; Type 1 salmonid 
hepcidin sequence 

<220> 

<221> CDS 

<222> (361) . . (441) 

ctgacaccaa aagaacaatc aatcaacttt ggactcgtct tagtgcattg aaaattgtgc €0 
gttggagagc gtcgcttttt gggaacantg aagagttctg atcttcctca taaactgtca 120 
cctcaatttc aactgatttc aacaggai;rt ttaaataggc tataaacttc ctaaaaaaaa 180 
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cgaga arg aag gcc ttt agt get gca gtg gta etc gtc att gca tgt atg 230 
Met Lys Ala Phe Ser Val Ala Val Val Leu Val He Ala Cys Met 
1 S 10 

ttc ate ctt gaa age acc get gtt cct ttc tec gsig gtatgtcaaa ' 276 

Phe He Leu Glu Ser Thr Ala VaJ Pro Phe Ser Glu 
• 20 25 

ttctccaaca ccaacccact acaaacat<}t gtgcatcgat cttagaggtt ggtcatgact 336 

catttgtgcc taatgtcttt gcag gtg cga acg gag gag gtt gga age ttt 387 
^ ^ Val arg Thr Glu Glu Val Gly Ser Phe 

30 35 

aae aqt cea gtt ggg gaa cat ca.a cag ccg ggc gge gag tec atg cat 
ser Pro Val lly Glu His Gla Gin Pro Gly Gly Glu Ser Met His 
^ 40 45 50 

ctg ccg gtacgttcaa ttgaatgaat gaattacgct aattaccttt agcaaattaa 
Leu Pro 

cattttagtg gttgcgcttt accctcggaa tagaattaga tcagtagcgc tagctgttaa 551 

ccatctgatt gtgagccgtt agagggctcc agggcgagca gtgtgcaacg tggttgtgaa 611 

gtggagatat acttaectgc ttgttccctc ctrttttcat attattttct tggcggggat 671 

acag gag cct ttc agg ttc aag cgt cag ate cac etc tec ctg tgc ggt 720 
Glu Pro Phe Arg Phe Lys Arg Gin He His Leu Ser Leu Cys Gly 
55 60 65 



435 



491 



ttg tgc tgc aac tgc tgt cac aac att ggc tgt ggc ttt tgc tgc aaa 768 
Leu Cys Cys Asn Cys Cys His Asn lie Gly Cys Gly Phe Cys Cys Lys 
70 75 80 85 

ttc taaggacctg cccgcaacat tttctagttt gtacatgttt gcaatgtttt 821 
Phe 

ctttctgaga tgttgttttt gtgactat ga taatgattta taaaaccact tcttattgtg 861 
acactttaaa aaaaataaac acattett tg aataacaaaa aaaaaaaaaa aaa 93* 

<210> 282 
<2li> 86 
<212> PRT 

<2l3> Unknown Organism 

<220> , - . , 

<223> Description of unknown Organism: Type 1 salmonxd 
hepcidin sequence 

MerLys^Ala Phe Ser Val Ala V.31 val Leu val He Ala Cys Met Phe 
1 5 10 

He Leu Glu Ser Thr Ala Val Pro Phe Ser Glu Val Arg Thr Glu Glu 
20 25 30 

Val Gly Ser Phe Asp Ser Pro Val Gly Glu His Gin Gin Pro Gly Gly 
35 40 45 
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Giu Ser Mer His Leu Pro Glu Pre Phe Arg Phe Lys Arg Gin He His 
50 55 60 

Leu Ser Leu Cys Gly Leu Cys Cys Asn Cys Cys His Asn lie Gly Cys 
65 70 . 73 80 

Gly Phe Cy^ Cys Lys Phe 
85 



<210> 283 
<211> 557 • 
<212> DNA 

<213> Unknown Organism 

<220> 

<221> CDS 

<222> (11) . - (178) 

<220> 

<221> CDS 

<222> (423) . . (518) 

<220> J. 
<223> Description of Unknown Organism: Typel Hepcidin 

$ec[u6nce 



97 



145 



cgcccttaag atg aag aca ttc agt gtt gca gtt gca gtg gtg gtc gtc 
Met Lys Thr Phe Ser Val Ala val Ala val Val Val Val 
1 5 JO. 

etc gca tgt atg ttc ate ctt gaa age acc get gtt cct ttc tec gag 
Leu La cys Met Phe He Leu 63 u Ser Thr Ala Val Pro Phe Ser Glu 
IS 20 25 

gtg cga acg gag gag gtt gaa age att gac agt cca gtt ggg gaa cat 
Va? Arg Th? elu llu val Glu ser He Asp Ser Pro Val Gly Glu HiS 
30 .35 40 45 

caa cag ccg ggc ggc acg tec atg aat ctg ccg gtacgttcaa tttagtgaat 198 
Gin Gin Pro Gly Gly Thr Ser Met Asn Leu Pro 
50 55 

gaattaagta attaccttta gcaaattoac acctaagtgg ttgcgtttoa cccttggaat 258 

tgaattagcc cactagcgct agttgttoac catttgattg tgagccggta gagagggctt 318 

cagggcgagt agtgtgaata cttgtga.igt ggagacttgg acaaaaatac ttaccatgtg 378 

cttgttecea ccttttteat tttettttct tggctgagat acag atg eat rte agg 434 



60 

ttc aag cgt cag age cao etc tec ctg tgc cgt tgg tgc tgc aac tgc 482 
Phe Lys Arg Gin Ser His Leu S-sr Leu Cys Arg Trp Cys Cys Asn Cys 
65 

tgt cac aac aag ggc tgt ggc tec tgc tgc aaa ttc tgaggacctg 528 
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Cys His Asn Lys Gly Cys Gly Phe Cys Cys Lys Phe 
80 85 

557 

ccagcaaagg gcgaattcgt t;taaaacac 



<210> 284 
<211> 88 
<212> PRT 

<213> Unknown Organism 

<223> Description of Unknown Oiganism: Type! Hepcidin 
sequence 

til%l^fhr Phe Ser Vel Ala Val Ala Val Val Val Val Leu Ala Cys 
1.5 10 

Met Phe lie Leu Glu Ser Thr Ala Val Pro Phe Ser Glu Val Arg Thr 
20 25 30 

Glu Gla Val Glu Ser He Asp Sec Pro Vel Gly Glu His <31n Gin Pro 
35 40 45 

Glv Gly Thr Ser Met Asn Leu Pro Met His Phe Arg Phe Lys Arg Gin 
50 55 60 

ser His Leu Ser Leu Cys Arg Trp cys Cys Asn Cys Cys His Asn Lys 
65 70 

Gly Cys Gly Pho Cys Cys Lys Phe 
85 



75 80 



<210> 285 
<2ll> 81 
<212> PRT 

<213> Pleuronectes americanus 

Set°Lyf Thr Phe Ser Val Ala Val Thr Val Ala Val Val Leu Val Phe 



1 



5 10 " 



lie Cys He Gin Gin Ser ser Ala Thr Phe Pro Glu Val Gin Glu Leu 

' -- 25 . JO 



20 



Glu Glu Ala Val Ser Asn Asp A.5n Ala Ala Ala Glu His Gin <3lu Thr 
35 -50 *5 

Pro Val ASP Ser Gly Met Met Pro Asn Asn Arg Sin Lys Arg Ser Ala 
50 55 60 

ASP cys Trp Pro Cys Cys Asn Gin Asn Gly Cys Gly Thr Cys Cys Lys 
65 "^^ 

Val 
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<210> 286 
<211> 81 
<2X2> PRT 

<213> Paralichthys ollvaceus 

Mct'^Lyf 5hr Phe Ser Ala Ala yal Thr Val Ala Val Val Leu V^l Phe 

lie Cys He Gin Gin Ser Ser Ala Thr Ser Pro Glu Val Gin Glu Leu 
20 25 30 

^lu Glu Ala val ser Ser Asp Asn Ala Ala Ala Glu His Gin Glu Gin 
35 40 45 

Ser Ala Asp Ser Trp Mer Met Pre Gin Asn Arg Gin Lys Arg Asp Val 

50 55 60 

Lys Cy^ Gly Phe Cys Cys Lys Asp Gly Gly Cys Gly Val Cys Cys A^n 
65 ''O "'^ 



Phe 



<210> 287 
<211> 84 
<212> PRT 

<213> Pleuronectes atnericanus 

wir^yf Jhr Phe Ser Val Ala Val Thr Val Ala val v.l Leu Val Phe 
1 5 10 * 

He Cys He Gin Gin Ser Ser Ala Ser Phe Pro Glu Ala Gin Glu Leu 
20 25 

Glu Glu Ala val ser flsn Asp Asn Ala Ala Ala Glu His Gin Glu Thr 
35 40 45 

Pro Val Asp Ser Trp Met Met Pro Tyr Asn Arg Gin Lys Arg Ser Phe 
50 53 60 

Lye cys Lys Phe Cys Cys Gly C^s Cys Arg Ala Gly Val Cys Gly L|u 
65 ^ 

Cys Cys Lys Phe 



<2X0> 288 
<211> 84 
<212> PRT 

<213> Pleuronectes ameracanus 

<400> 288 

Met Lys Thr Phe Ser Val Ala V.al 
1 5 

lie Cys He Gin Gin Ser Ser Ala 
20 



Thr val Ala Val val Leu Val Phe 
10 15 

Ser Phe Pro Glu Ala Gin Glu Leu 
25 30 
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Glu Glu Ala Val Ser A^n A.p Asn Ala Ala Ala Glu Hi3 Gin Glu Thr 
35 40 45 

Pro val A5P Sex Trp Met Met Pre Asn Asn Arg Qln Lys Arg Gly Phe 

Lys Cys Lys Phe Cys Cys Gly Cys Cys Arg Ala Gly Val Cys Gly Leu 
65 "^0 

Cys Cys Lys Phe 



<210> 289 
<211> 58 
<212> PRT 

<;213> Pleuronectes americanus 
<400> 289 

Met Lys Thr Phe Ser Vai Ala Va L 
1 5 

He Cys lie Gin Gin Ser Ser Ala 
20 

Arg Gin Lys Arg Gly Phe Lys Cys 
35 40 

Ala Gly val Cys Gly Met Cys Cys 
50 55 



Thr Val Ala Val Val Leu Val Phe 
10 15 

Thr Phe Pro Glu Met Pro Tyr Asn 
25 30 

Lys Phe Cys Cys Gly Cys Cys Gly 
45 



Lys Phe 



<210> 290 
<211> 84 
<212> PRT 

<213> Pleuronectes americanus 



Met'Iyf ?h. Ph. ser Val AU V.I Thr Val Ala Val Val Leu Val Phe 



1 5 



He cys lie Gin Gin Ser Ser A3.a Thr Phe Pro Glu Val Gin Glu Leu 

20 25 

Glu Glu Ala V^l ser Asn Asp A:|n Ala Ala Ala Glu His Gin Glu Thr 
Ser Val ASP ser Trp Met Ket P^o Tyr Asn Arg Gin Lys Ar« Gly Phe 



50 55 60 

Lys cys Lys Phe Cys Cys Gly Cys Cys Arg Pro Gly Val Cys Gly Leu 
65 "^0 

Cys Cys Lys Phe 



<;210> 291 
<211> 84 
<23.2> PRT 
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<213> Pleuronectes americanus 

tlTlyTr^^ Phe Ser v^l A.la Val Thr Val Ala v.l V.l Leu lie Phe 
1 5 .10 

Xle Cys lie Cln Gin Ser Ser Ala Thr Ser Pro Glu Val Gin Gly Leu 
20 25 . -s" 

Glu Glu Al. val Ser AsnAsp ^s. Ala Ala Ala Glu His Gin Glu Thr 



35 



ser val Asp Ser Trp Met Met Pre Tyr Asn Arg Gin Lys Arg Gly Phe 
50 

Phe Cys Cys Gly Cy.s Cys Arg Pro Gly Val Cys Gly Leu 



Lys Cys Lys Phe t:ys ^ys ^^j-y ^y.-> v^jr- — ^ — - — qq 
65 

Cys Cys Arg Ser 



<210> 292 
<2ll> 84 
<212> PRT 

<213> Hippoglossus hippoglossus 

;TlyTTnr P.e ser vaX Ala Val Thr Val Ala Val Val Leu Val Phe 
1 5 

lie cys He Gin Gin Ser Ser A3a Thr Phe Pro Glu Val. Gin Glu Leu 

20 25 
Glu Glu Ala val ser A,n A.p A..a Ala Ala Ala Glu His Gin Glu Tbr 
35 

ser val Asp Leu Trp Met Met Pro Tyr Asn Arg Gin Lys Arg Gly Phe 



50 



55 60 



Lys cys Lys Phe Cys Cys Gly Cys Cys Arg Pro Gly val Cys Gly Leu 

*;c; 70 



65 

Cys Cys Arg Phe 



<210> 293 
<211> 84 
<212> PRT 

<213> Hippoglossus hippoglosSUS 
<400> 293 



^et°Lyf ?hr Phe Ser Val Ala Val Thr Val Ala Val Val Leu Val Phe 



1 ' 5 



lie cys lie Gin Gin Ser Ser Ala Thr Phe Pro GlU Val Gin Glu Leu 
20 25 

Glu Glu Ala val ser Asn Asp Asn Ala Ala Ala Glu His Gin Glu Thr 
35 ^0 
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Ser val Asp Ser Trp Met Met Pro 
50 55 

Lys Cys Lys Phe Cys Cys Gly Cy£ 
65 70 

Cys Cys Arg Phe 



Tyr Asn Arg Gin Lys Arg Gly Phe 
60 

Cy5 Arg Pro Gly Val Cys Gly Leu 
75 80 



<210> 294 
<211> 86 
<2X2> PRT ■ 

<213> Hippoglossus hippoglossu:? 

Met^Ly^Thr Cys Gly Phe Ala Al» Ala Val Ala Val Leu Leu Thr Phe 
1 5 10 

He Cys He Gin Glu Gly Cys Al,i Val ser Val Ala Glu Glu Gin V^rl 
20 25 30 

Leu Lys ASP Pro Met Gly Asn Gl/ Asp Pro Gin Glu Val Pro Ala Glu 
35 40 ^5 

Ser Ser Gly Arg Gin Trp Mer Met Pro Phe His Phe Arg Gin Arg Arg 
50 55 60 

Gly Ser Gly Pro Met Pro Cys Arg Gin Cys Cys His Cys Cys Pro Glu 
65 "?0 75 80 

Asn Gly Arg Val Tyr VaX 
85 



<210> 295 
<211> 85 
<212> PRT 

<213> Morone saxatilis 

Met^Lys^Thr Phe Ser Val Ala Ve.X Ala Val Ala Val Val Leu Ala Phe 

He cys Leu Gin Glu Ser Ser Ala Val Pro Val Thr Glu Val Gin Glu 
20 25 30 

Leu Glu Glu Pro Met Ser Asn G.'.u Tyr Gin Glu Men Pro Val Glu Ser 
35 -35 

Tro Lys Met Pro Tyr Asn Asn Arg His Lys Arg His Ser Ser Pro Gly 
50 55 60 

Gly Cys Arg Phe Cys Cys Asn Cys Cys Pro Asn Met Ser Gly Cys Gly 

sc. IQ 75 



65 

Val Cys Cys Arg Phe 
8S 
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<210> 296 
<211> 90 
<212> PRT 

<213> Oryzias latipes 

Mer^yfLa Phe Ser He Val Ala Val Thr Leu Val Leu Ala Phe 

1.5 ^° 

He Cys He Leu Gin Ser Ser Ala He Pro Val Asn Gly Val Lys Glu 

■ 20 25 30 

Leu Glu Glu Ala Ala Ser Asn Asp Thr Pro Val Ala Ala Arg His Glu 
35 4 0 45 

Met Ser Met Gin Pro Trp Met Leu Pro Asn His He Arg Glu Lys Arg 
50 S5 60 

s He Ser Met Cys Thr Met Cys Cys Asn Cys Cys Lys Asn 



Gin Ser Hi 

65 70 

Tvr Lys eiy Cys Gly Phe Cya Cyss Arg Phe 
85 90 



75 BO 



<210> 297 
<211> 90 

<212> PRT 

<213> Pleuronectes ainericanus 

mII%Ta1^ Phe ser II^ Ala Val Ala Val Thr Leu Val Leu Ala Phe 

val cys lie Gin Cys Ser Ser Ala Val Pre Phe Gin Gly val Gin Glu 
20 25 

Leu Glu Glu Ala Gly Gly Asn Asp Thr Pro Val Ala Glu Hia Gin val 
35 ^0 

Met Ser Met Glu Ser Trp Met G3 u Aan Pro Thr Arg Gin Lya Arg His 
50 55 60 

He ser His He Ser Leu Cys Arg Trp Cys Cys Asn Cys Cys Lys Ala 
65 75 

Asn Lys Gly Cys Gly Phe Cys Cys Lys Phe 
85 ^0 



<210> 298 

<211> 89 
<212> PRT 

<213> Paralichthys olivaceus 

<220> 

<221> MOD^RES 
<222> (851 

<223> Variable amino acid 
<400> 298 
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Met Lys Ala Phe Ser lie Als Val Ala Val Thr Leu V^l Leu Ala Phe 
1 ^ 

val Cys lie Gin Asp Ser Ser Ala He Pro Phe Gin Gly Val Gin Glu 
20 25 J" 

Leu Glu Glu Ala Gly Gly Aan Asp Thr Pro Val Ala Ala His Gin Met 
35 40 «5 

Met ser Met Glu Ser Trp Met Glu Ser Pro Val Arg Gin Lys Arg His 
50 55 60 

He ser His He Ser Mer Cys Arc, Trp Cys Cys Asn Cys Cys Lys Ala 
65 

Lys Gly Cys Gly Xaa Cys Cys Lys- Phe 
85 



<210> 299 
<2ll> 88 
<212> PRT 

<213> Hippoglossus hippoglossuis 

Seflyf ?hr Phe ser Val Ala va L Ala Val Val Val Val Leu Ala Cys 
1 5 10 i» 

Met Phe He L«u Glu Ser Thr Ala Val Pro Phe Ser Glu Val Arg Thr 
20 25 

Glu Glu Val Glu ser He Asp Ser Pro val Gly Glu His Gin Gin Pro 
35 40 

Gly Gly Thr ser Met Asn Leu Pro Met His Phe Arg Phe Lys Arg Gin 
50 55 «0 

ser His Lea Ser Leu Cys Arg Trp Cys Cys Asn Cys Cys His Asn Lys 
55 " 

Gly Cys Gly Phe Cys Cys Lys Phe 
85 



<210> 300 
<211> 88 
<212> PRT 
<213> Salmo salar 

Si?°Lys°?hr Phe Ser Val Ala V..1 Ala Val Val Val Val Leu Ala Cys 
1 5 

Met Phe He Leu Glu Ser Thr Ala Val Pro Phe Ser Glu Val Arg Thr 
20 25 

Glu Glu val Glu ser He Asp Ser Pro Val Gly Glu His Gin Gin Pro 
35 ^l' 

Gly Gly Thr Ser Met Asn Leu Pro Met His .Phe Arg Phe Lys Arg Gin 
50 55 «0 



PAGE110/134*RCVDAT12/28/20073:13;20PMIEastem Standard riine]*SVR:USPT^^^ 



Dqc-28-07 03:43pm Froni-SIMBAS LTD 



416595 7306 



T-014 P. 1 10/133 F-469 



Ser His Leu Ser Leu Cys Arg Trp Cys Cys Asn Cys Cys riis Asn Lys 
65 70 7b 80 

Gly Cys Gly Plie Cys Cys Lys Phe 
8S 



<210> 301 

<211> 86 

<212> PRT 

<213> Salino salar 

Me^iys^Thr Phe Ser Val Ala Va3. Val Pro Val He Ala Cys Met Phe 
^5 10 ^5 

He Leu Glu S^r Thr Ala Val Pru Phe Ser Glu Val Arg Thr Glu Glu 
20 25 30 

Val Gly Ser Phe Asp Ser Pro Va.'. Gly Glu His Gin Gin Pro Gly Gly 
35 40 45 

Thr Ser Met Asn Leu Pro Met Hi:5 Phe Arg Phe Lys Arg Gin Ser His 
50 55 60 



Leu 



Ser Leu Cys Arg Trp Cys Ph.* Asn Cys Cys His Asn Lys Gly Cys 



65 70 

Gly Phe Cys Cys Lys Phe 
85 



75 80 



<210> 302 
<211> 61 
<212> PRT 

<213> Oncorhynchus mykiss 
<220> 

<221> MOD_RES 
<222;^ (37) 

<r223> Variable amino acid 
<220> 

<221> MOD_ftES 
<222> (55) 

<223> Variable amino acid 

Leu^Gln^Val Leu Thr Glu Glu Val Gly Ser lie Asp Ser Pro Val Gly 
1 5 10 15 

Glu His Gin Gin Pro Gly Gly Glu Ser Met Arg Leu Pro Glu His Phe 
20 25 30 

Arq Phe Lys Arg Xaa Ser His Lc=u Ser Leu Cys Arg Trp Cys Cys Asn 
35 JO 

Cys Cys His Asn Lys Gly Xaa GLy Phe Cys Cys Lys Phe 
50 55 
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<210> 303 

<211> 86 

<212> PRT 

<213> Salmo salar 

Met^Lys^Gln Phe 5er Val Ala Val Val Leu Val Met Ala Cys Mer Phe 
15 10 

He Val Glu Ser Thr Ala Val Pre Phe Ser Glu Val Arg Thr Glu Glu 
20 25 30 

val Gly Ser L«u Asp Ser Pro VaJ Gly Glu His Gin Gin Pro Gly Gly 
35 40 45 

Glu Ser Met His Leu Pro Glu Pro Phe Arg Phe Lys Arg Gin He His 
50 55 60 

Ser Leu Cys Gly Leu Cys Cy;; Asn Cys Cys His Asn He Gly Cys 



Leu 

65 -70 

Gly Phe Cys Cys Lys Phe 
85 



<210> 304 

<211> 84 

<212> PRT 

<213> Homo sapiens 

MJt^Ala°Lu Ser Ser Gin He Trp Ala Ala Cys Leu Leu Leu Leu Leu 

Leu Leu Ala Ser Leu Thr Ser Gly Ser Val Phe Pro Gin Gin Thr Gly 
20 25 30 

Gin Leu Ala Glu Leu Gin Pro Gin Asp Arg Ala Gly Ala Arg Ala Ser 
35 40 45 

Trp Met Pro Met Phe Gin Arg Arg Arg Arg Arg Asp Thr His Phe Pro 
^ 50 55 60 

He Cys He Phe Cys Cys Gly Cys Cys His Arg Ser Lys Cys Gly Met 
65 70 75. 80 

Cys Cys Lys Thr 



<2X0> 305 
<211> 30 
<212> PRT 

<213> Artificial Sequence 



<223> Description of Artifici<il Sequence: Formula peptide 
<:220> 

<221> MOD_RES 
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<222> (9) - ' (11) 

<223> Variable amino acid; this region may encompass 1-3 Xaa repeats 
<220> 

<221> MISC FILATURE 

<222> (12)7. (13) ' 
<223> this region may encompass 0-2 Leu residues 

<220> 

<221> MISC^FEATURE 
<222> C14)T. (14) 

<223> may or may net be present 
<220> 

<22l> MISC_FEATUKE 

<222> (X6) . . (16) 

<223> may or may not be present 

<220> 

<221> MOD_RES 

<222> (17) . . (17) V. - 

<223> Variable amino acid; may or may not be present 

<220> 

<221> MOD RES 
<222> (2lT.. (21) 

<:223> Variable amino acid; may or may not be present 
<220> 

<221> MISC_FEATURE 

<222> (22) . . (22) 

<223> may or may not be present 

<220> 

<221> MISC_FEATURE 

<222> (23) . . (23) 

<223> may or may not be present 

<220> 

<221> MISC_FEATURE 

<222> (24) . . (24) 

<223> may or may not be present 

<220> 

<221> MISC_FEATURE 

<222> (25) . . (25) 

<223> may or may not be present 

<220> 

<221> MISC_FSATURE 

<222> (26) . . (26) 

<223> may or may not be present 

<220> 

<221> MISC_FEATURE 

<222> (29) . . (29) 

<223> may or may not be preser-t 

<220> 

<221> iyiISC_FEATURE 
<222> (30) . . (30) 
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<223> may or may not be present 



<223> see specification as filed for detailed description of 
preferred enibodifnents 

Met Lys Phe Thr Ala Thr Phe Leu Xaa Xaa Xaa Lev Leu Phe lie Phe 
15 10 

Xaa Val Leu Met Xaa Vsl Glu Asp Pro Leu Gly Glu Cys Gly 
20 25 30 



<210> 306 
<211> 13 
<212> PRT 

<213> Artificial SeQUence 



<223> Description of Artificial Sequence: Formula peptide 
<220> 

<221> MISC_FEATURE 
<222> (1) . . (1) 

<223> may or may not be preseni: 

<220> 

<:221> MOD_RES 
<222> (2) . , (2) 

<223> Variable amino acid; may or may not be present 



<220> 

<221> MOD_RES 
<222^C3)(4) 

<223> Variable amino acid; this region may encompass 1-2 Xaa residues 
<220> 

<22X> MTSC_FEATTOE 
<222> (5) . . (5) 

<223> may or may not be present 



<220> 

<221> MOD^RES 
*^222^ fgj (3) 

<223> Variable amino acid; this region may encompass 1-3 Xaa residues 
<220> 

<221> MISC_FEATURE 
<222> (9) . . (9) 

<223> may or may not be presert 



<220> 

<221> MISC_FEATURE 

<222> (10) . . (10) 

<223> may or may not be presefit 

<220> 

<221> MOD_RES 
<222> (12) - . (12) 
<223> Asn or ASp 
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<220> 

<221> MOD_RES 
<:222> (15} (15) 
<22Z> Ala or Sej: 

<220> 

<221> MOD_i^ES 
<222> (18) - . (18) 
<223> Asp or Glu 



<223> see specification as filed for detiailed description of 
preferred embodiments 

Ttr^Xaa^Xaa Xaa Glu xaa Xaa Xae. Gin Glu Leu Xaa Lys Arg Xaa Val 
X 5 10 

Asp Xaa 



<210> 307 
<211> 14 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
signal peptide II 



<220> 

<221> MOD_R£S 

<222> (3) --(6) 

<223> Variable amino acid 



<220> 

<221> MOD_RES 

<222> (8) , . (9) 

<223> Variable amino acid 



<220> 

<221> MOD_RES 

<222> (11) . - (12) 

<223> Variable amino acid 



<400> 307 ^ ^ ^ 1 T«., 

Met Lys xaa Xaa Xaa Xaa Ala Xsa Xaa Val Xaa Xaa Val Leu 

1 5 10 



<210> 308 
<211> 8 
<212> PRT 

<213> Artificial Sequence 

<220> „ . 

<223> Description of Artificial Sequence: Synthetic 

signal peptide III 
<400> 308 
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Met Lys Thr Phe Ser Val Ala Val 
1 5 



<210> 309 
<211> 24 
<212> PRT 

<213> A;:tificial Sequence 
<220> 

<223> Description of Artificial Sequence: SynrhetiC 
signal peptide IV 

<220> 

<221> MOD_RES 

<222> (15) , , (IS) 

<223> Variable amino acid 

<400> 309 

Met Lys Thr Phe Ser Val Ala VaJ Thr Val Ala Val Val Leu Xaa Phe 
3. 5 .10 15 

lie Cys He Gin Gin Ser Ser Ale. 
20 



<210> 31,0 
<211> 31 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
signal peptide V 

<220> 

<221> MOD RES 
<222> (llT- . (11) 
<223> Thr or Val 

<220> 

<221> MOD RES 
<222?' (I2T. . (12) 
<223> Leu or Val 

<220> 

<221> MISC_FEATURE 

<222> (16) . . (16) 

<223> may or may not be present 

<220> 

<221> MOD_RES 
<222> (17) . , <17) 
<223> Val or Cys 

<220> 

<221> MOD_RES 
<222> (18)-. (18) 
<223> Cys or Met 

<220> 
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<221> MOD RES 
<222> (197. . (19) 
<223> lie or Phe 



<220> 

<221> MOD RES 
<222> (20T--(20) 
<223> Gin pr lie 



<220> 

<221> MOD RES 

<222> (2lT. . (21) 

<223> Variable amino acid 

<220> 

<221> MOD_RES 
<222> (22).. (22) 

<223> variable amino acid; may or may not b« present 
<220> 

<221> MOD_RES 
<222> (24) - , (24) 
<223> Ser or Thr 



<220> 

<221> MOD_RES 

<222> (29) . . (30) 

<223> variable amino acid 

<400> 310 

Met Lys Thr Phe Ser Val Ala Vil 
1 5 

Xaa Xaa xaa Xaa Xaa Xaa Ser Xaa 
20 



Ala Val Xaa Xaa Val Leu Ala Phe 
10 15 

Ala Val Pro Ehe Xaa Xaa Val 
25 30 



<210> 311 
<211> 21 
<212> PRT 

<213> Artificial Sequence 



<223> Description of Arcificial Sequence: Synthetic 
prosequence I peptide 

<220> 

<221> MOD_RES 

<222> (5) , - (5) 

<223> Variable amino acid 

<220> 

<221> MOD_RES 

<222> (10) . . (10) 

<223> Variable amino acid 

<220> 

<221> MOD_RES 

<222> (12) , . (12) 

<223> Variable amino acid 
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<400> 311 
Pro Glu Val 

1 




Ala Glu His Gin Glu 
20 



<210> 312 
<211> 22 
<212:> PRT 

<213> Artificial Sequence 
<22d> 

<223> Description of Artificial Sequence: Synthetic 
prosequence II peptide 

<220> 

<221> MOD_RES 

<222> {3) , , C4) 

<223> Variable amino aci<i 

<220> 

<221> MOD_RES 

<222> (6).. (6) 

<223> Vari3t>le amino acid 

<220> 

<221> ^!IOD_RES 

<222> (7) . . (7) ^^^r.r- 

<223> Variable amino acid; may or may not be present 

<220> 

<221> MOD RES 
<222> (8)T. (8) 
<223> Leu or Thr 

<220> 

<221> MOD_RES 
<222> (12) . . (12) 
<223> Glu or Gly 

<220> 

<221> MOD_R£S 
<222> (13) (13) 
<223> Gly or Ser 

<220:> 

<221> MOD_RES 

<222> {147. . (14) 

<223> Variable amino acid 

<220> 

<221> MOD_RES 
<222> (16) . . (16) 
<223> Thr or Ser 

<220> 

<221> MOD_RES 
<222> "(19) . . (19) . 
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<223> Ala or Gly 

<220> 

<221> MOD_RES 

<222> (20) , - (20) 

<223> variable amino acid 

<400> 312 , 

Pro Phe xaa Xaa Val Xaa Xaa Xa.i 
1 5 

Pro Val Xaa Xaa His Gin 
20 



C5lu Glu Val Xaa Xaa Xaa Asp Xaa 
10 15 



<210> 313 
<211> 17 
<212> DNA 

<213> Artificial Sequence 

<220> „ 4 

<223> Description of Artificial Sequence: Syntheric 

primer 

<400> 313 

ggattcctgc tccaaca 



<210> 314 
<2ll> 16 
<212> DNA 

<213> Artificial Sequence 

<220> ^ ■ w i 

<223> Description of Artificifil Sequence: Syntheric 

primer 

<400> 314 
taaggacctg cccgca 



<210> 315 

<2ii> a 

<212> PRT 

<213> Artificial Sequence 

<223> Description of Artifici?! Sequence: Synthetic 
peptide 

<220> 

<221> MOD_R£S 
<222> (3).. (3) 
<223> Gly or Lys 

<220> 

<221> MOD_RES 

<222> (4) . . (5) 

<223> Variable amino add 

<220> 
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<221> MOD_R£S 

<222> (7) . , (7) 

<223> Variable amino acid 

<400> 315 

Gly Trp Xaa Xaa Xaa Phe Xaa Lys 
1 5 



<210> 316 
<211> 15 
<212> PRT 

<213> Artificial Sequence 

<220> ^ ^. 

<223> Description of Artificial Sequence: Synthetic 

peptide 

<220> 

<221> MOD_RES 

<222> (2) . - ?a) 

<223> Variable amino ^cid 

<220> 

<221> MOD_RES 

<222> (10) . - 110) 

<223> Variable amino acid 

<220> 

<221> MOD_RES 

<222> (12) , . (13) 

<223> Variable amino acid 

Gly°xaa^Xaa Xaa Xaa Xaa Xaa X.aa His Xaa Gly Xaa Xaa He His 
1 ■ 5 10 



<:210> 317 
<211> 19 
<212> PRT 

<213> Artificial Sequence 

<220> ^ ^ 

<223> Description of Artificial Sequence: Synthetic 

peptide 

<220> 

<221> MOD_RES 

<222> (11) . . (12) 

<223> variable amino acid 

<220> 

<221> MOD_RES 

<222> (17) . , (17) 

<223> Variable amino acid 

thl^lyV'cys Lys Phe Cys Cys Clly Cys Cys Xaa Xaa Gly Val Cys Gly 
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Xaa Cys Cys 



<210> 318 
<:211> 19 
<212> PRT 

<213> Artlficiai Sequence 



<220> 

<223> Description of Artificial Sequence: 
peptide 



Synthetic 



<220> 

<221> iy]OD_RES 

<222> (2) . . (3) 

<223> Variable amino acid 

<220> 

<221> MOD__RES 

<222> (9) . . (9) 

<223> Lys or His 

<220> 

<221> MOD^RES 

<222> (10) . . (10) 

<223> Variable amino acid 

ctrJaa^Xaa Cys Cys Asn Cys Cys Xaa Xaa Lys Gly Cys Gly Phe Cys 
1 5 10 15 



Cys Lys Phe 



<210^ 319 
<211> 21 
<212> PRT 
<213> Artificial 



Sequence 



<223> Description of Artificial Sequence: Synthetic 
peptide 

<220> 

<221> MOD_RES 

<222> (13) . . (14) 

<223> Variable amino acid 

Phe^Lys^Cys Lys Phe Cys Cys Gly Cys Arg Cys Gly Xaa Xaa Cys Gly 
lb 10 • 15 

Leu Cys Cys Lys Phe 
20 



<210> 320 
<211> 19 
<212> PRT 
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<213> Arrificial Sequence. 

<223> Description of Artificial Sequence: Synthetic 
peptide 

<220> 

<221> MOD RES 

<222> (1)7. (3) 

<223> Variable amino acid 

<22Q> 

<221> MOD_RES 

-£222> (5) . . (6) 

<223> Variable amino acid 

<220> 

<221> MOD_RES 

<:222> UO) - . (11) 

<223> Variable amino acid 

<220> 

<221> MOD_RES 

<222> (15).. (15) 

<22Z> Variable ainino acid 

<220> 

<221> MOD_RES 

<222> (19) . . (19) 

<223> Variable amino acid 

Xaa°La^Xaa Cys Xaa Kaa Cys C/s Asn Xaa Xaa Gly Cys Gly Xaa Cys 
1 S 10 15 

Cys Lys xaa 



<210> 321 

<211> 6 

<212> PRT 

<213> Pleuronectes americanus 

*<400> 321 

Trp Met Glu Asn Pro Thr 
1 5 



<210> 322 
<211> 6 
<212> PRT 

<213> Pleuronectes americanus- 
<400> 322 

Gly Cys Gly Phe Cys Cys 

1 5 



<210> 323 
<211> 6 
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<212> PRT 

<213> Pleuronectes americanus 
<400> 323 

Gly Arg Arg Lys Arg Lys 
1 5 



<210> 324 
<211> 24 
<2l2> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificic.1 Sequence: Synthetic 
primer 

<400> 324 24 
aagatgaaga cactcagngr tgca 



<210> 325 
<211> 19 
<212> DNA 

<213> Artificial Sequence 

<220> ^ . 

<223> Description of Artifici.al Sequence: Synchetic 

primer 

<400> 325 ' 2.9 

gttgttggag caggaatcc 

<210> 326 
<211> 24 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Arrificial Sequence: Synthetic 
primer 

<400> 326 24 
tgctggcagg tcctcagaat ttgc 

<210> 327 
<211> 879 
<212> DNA 

<213> Unknown Organism 

<220> , ^.^ 

<223> Description of Unknown Organism: Nucleotide 
sequence of pleurocidiii-like gene 

<400> 327 ^^^^ 

ataaagtrca ctgccacctt cctcatcratt ttaatcttcg tcctcatggt cgaacctgga 60 

gagtgtggtt gtaagaaatg gtrtaac.aag gctgctcacg gtagagtcac ggaatteett 120 

tQctttttgc tttaca^ata tttttti.ata gcagctggaa aatcacaaaa ataaatagtc 180 

gatgtarrtg gccaattaga atcactt.tca tttcaataat aatctaaata gcaacctaaa 240 
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aggccrttga ttagcargtr 
catgcaccga cctgctgcgg 
aaactfctct aggcgattta 
aactcaatcc ctatgataaa 
aaaacttctt gaaagtatgt 
aaaaagtcca actaattgtg 
gagtttarca atatgtgrtt 
gcccttaagt aaggacttct 
actgrrautg acaacttctc 
ttacct-cggt gegcagcagc 
tgcttttgac tgaagaagtc 



ccttcaatga aatggaiigt:r 
caacaattga attccaattt 
accrttccat: aactcggctt 
ataetaacac atacattctg 
atcaaacatc atcrgtttgt 
ttatggaatt gtataaattg 
ttgtrtgttt tacacagttg 
accattatta ctgtataatt 
ttttcctcct gactctctcc 
agctcgacaa gcgtgcagtc 
gccrtgaagg agccttcag 



gaggtttatt ttgattctca 300 
gtcccaaagg aattcaaagt 360 
tgttttraaa aatatataar 420 
atttaracaa gacaagattg 480 
ataattgrtt aacatttcat 54 0 
tcatttaata taattttttt 600 
gcaagaacgt tggcaaggtg 660 
ttgaragtat tatcaccagt 720 
atccgactca tctgcagtgc 780 
gatgaagagc ccagtgttat 840 

879 



<210> 328 
<r211> 335 
<212> DNA 

<213> Pleuronectes americanus 

<220> 

<221> CDS 

<222> (27) . . (230) 



<400> 328 c-3 
acaaagccca cttitgtattc gcaaga .itg aag ttc act gcc acc ttc etc arg 53 
^ Met Lys Phe Xnr Ala Thr Phe Leu Met 



1 5 



atg gcc ate ttc gtc crc a^g gcz gaa cct gga gag tgt: ggc tgg gga 
Tie Phe Val Leu Met Val Glu Pro Gly Glu Cys dy Trp Gly 



Met Ala lie Phe Val Leu 
10 15 



20 25 



age zzt ttt aaa aag get get cac gtt ggc aag cat gtt ggc aag gcg 
sir Phe £>he Lys Lys Ala Ala His Val Gly Lys His Val Gly Lys Ala 

35 40 



30 



101 



149 



197 



gcc ctt act cat rac ctt ggc gat aag cag gag etc aac aag cgt gea 
Ala Leu Thr His Tyr Leu Gly Asp Lys Gin Glu Leu Asn Lys Arg iaa 
45 50 55 

gtc gat gaa gac eca aar gtt arr gtt ttt gaa tgaagaaatc gccttgaagg 250 
Val Asp Glu Asp Pro Asn Val lie Val Phe Glu 
60 65 

agcettcaga tgatatataa tccttettgc ttttaatgaa ataaatcaga cttttaoctg 310 

335 

cadcagcaaa aaaaaaaaaa aaaaa 



<210> 329 
<211> 68 
<212> PRT 

<213> Plsuronectes amerieanus* 

Me?°Ly?phe Thr Ala Thr Phe Leu Mer Met Ala He Phe Val Leu Met 
1 5 10 15 

Val Glu Pro Gly Glu Cys Gly Trp Gly Ser Phe Phe Lys Lys Ala Ala 

25 30 



20 
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His Val Gly Lys His Val Gly Ly.5 Ala Ala Leu Thr His Tyr X.eu Gly 
35 40 

A3P Lys Gin Glu Leu Asn Lys Ax 3 Ala Val Asp Glu Asp Pro Asn Val 
50 55 60 

lie Val Phe Glu 
65 



<210:> 330 
<211> 21 
<212> PRT ■ 

<213> Artificial Sequence 

<220> ^ *.v. 

<223> Description of Artificial Sequence: Synthetic 

pleurocidin-like peptide 

Ph^LerGly Phe Leu Phe His G3 y lie His His Gly He Arg Ala He 
^ 5 10 15 

His Leu He His Gly 
20 



<210> 331 
<211> 34 
<212> PRT 

<213> Artificial Sequence 

<220> „ . ' 

<223> Description of Artifici.al Sequence: Synthetic 

pleurocidin-liJce peptide 

<400> 331 T 
Phe Phe Gly Ala Leu He Lys GLy Ala He His Gly Gly Lys Leu Leu 

1 5 . 

Mis Lys Leu He Lys Lys Lys His Glu His His Gly Tyr Gly Lys His 
20 25 30 

Trp GXy 



<210> 332 
<211> 22 
<212> PRT 

<213> Artificial Sequence 

<220> ^ , 

<223> Description of Artificial Sequence: Synthetic 
pleurocidin-like peptide 

<400> 332 . ^ 

Phe Leu Gly Phe Leu Phe His CHy He Arg Hxs Gly He Lys 
1 5 10 
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His GXy Met He His Gly 
20 



<210> 333 
<211> 25 
<212> PRT 

<213> Art;ificial Sequence 



<223> Description of Ar^ificiaJ Sequence: Synthetic 
pleurocidin-liKe peptide 



ely^iyf Gly Ar, Trp I.eu Glu Ar., II. Gly Ly. Ala Gly Gly lie Ue 

^ 5 

He Gly.Gly Ala Leu Asp His Leu Gly 
20 25 



<210> 334 
<211> 25 
<;212> PRT 

<2l3> Artificial Sequence 
<220> 

<223> Description of Arrificial Sequence; Synthetic 
pleurocidin-like peptide 



el^^eu'cly Asn Trp Met Gly Pxo His lie Ser Gly Glu Lys Lys Ala 

1 



5 10 



Leu His Met Asn Ser Glu Arg Arg Ser 
20 25 



<210> 335 
<211> 2i; 
<212> PRT 

<:213> Artificial Sequence 



^220> 

<223> Description of Arr.ificial Sequence: Synthetic 
pleurocidin-lilte peptide 

cJ^Leu'ciy Asn Trp He Val Arg Pro He Gly Gly Glu Lys Lys Ala 
1 5 10 . 

Leu Gin Met Asn Ser Glu Arg Arg Ser 
20 25 



<210> 336 
<211> 35 
<212> PRT 

<213> Artificial Sequence 
<220> 
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<223> Description of Artificial Sequence: Syntheric 
pleurocidin-iike peptide 

<400> 336 . Ser lie 

Leu Phe Gly Lys Phe Leu Lys Lys Val Val Hn-s Ala ^^y m 

1 5 

Gly Giu Tb^ Ala Leu His Val Al. Ala Glu His His Gly Leu His Ala 



20 



His His Gly 
35 



<210> 337 
<211> 25 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: synthetic 
pleurocidin-like peptide 

Gi^Lef Gly Asn Trp Mer Gly Pro His lie Ser Gly Arg Lys Ly| Ala 
1 5 10 

Leu His Met Asn Ser Glu Arg Arg Ser 
20 25 



<210:> 338 
<2ll> 22 
<212> PRT 

<213> Artificial Sequence 

<223> Description of Artificl;.! Sequence: Synthetic 
pleurocidin-liJce pepcid*: 

pir^eu^lly Leu Leu Phe His Giy val His His -Val Gly Lys Leu He 
1 5 

His Gly Leu He His Gly 
20 



<210> 339 
<211> 27 
<212> PRT 

<213> Artificial Sequence 

<220> ^ ^-^ 

<223> Description of Artificial Sequence: Synthetic 

pleurocidin-like peptide 

Jla^Lj^Trp Gly Thr Phe Phe Lys His He Phe Lys Ala Gly Arg Phe 
1 5 10 
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He His Gly Aia lie Gin Ala His Asn Asp Gly 
20 25 



<210> 340 
<211> 30 
<212> PRT 

<213> Artificrial Sequence 

^223^ Description of Artificial Sequence: Synthetic 
pleurocidin-like peptide 

Ala'?rp'?ie Pro Ala Leu Asn Ar<^ He Tyr His Gly Ala Leu Leu Arg 
1 5 . 10 

He Asn Arg Gin Met Val Tyr Tyr Arg Arg His Trp His Gly 
20 25 30 



<210> 341 
<211> 30 
<212> PRT 

<213> Artificial Sequence 

<223> Description of Artificial Sequence: Synthetic 
pleurocidin-like peptide 

^r^rp^Met Pro Ala Leu Asn A.g lie Tyr His Gly Ala Leu L.u Arg 

1 5 ^0 

He A3n Arg Gin Mer Val Tyr Tyr Arg Arg His Trp His Gly 
20 25 3^ 



<:210> 342 
<2ll> 23 
<212> PRT 

<213> Artificial Sequence 

<223> Description Of Arrifici^il Sequence: Synthetxc 
pleurocidin-like pepnid-^ 



G^ly Trp Lys Lys Trp Phe Thr i./s Gly Ale Lys His Leu Gly Gin Ala 



Ala He Asn Gly Leu Ala Ser 
20 



<210> 343 
<211> 23 
<212> PRT 

<213:> Artificial Sequence 
<220> 
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<223> Description of TVrtificiaJ Sequence: Synthetic 
pleui:oci<5in-lik;e peptide 

t{T^^%s Lys Trp Leu Arg Ly:, Gly Ala Lys Hie Leu Gly Gin Ala 

1 5 ^° 

Ala lie Ly? Gly ^eu Ala Ser 
20 



<2l0> 344 
<211> 22 
<:212> PRT • 

<213> Artificial Sequence 
<220> 

'i223> Description of Artificial Sequence: Syntheti,c 
pleurocidin-like peptide 



pie'^Gly'Lp Phe Tyr Met Lys Pro Gly Arg Lys He Ser Kis Gly Tyr 
1 5 10 



He Arg Ser Pro Tyr Gly 
20 



<210> 345 
<211> 19 
<212> PRT 

<213> Artificial Sequence 



<220> „ 4. . 

<223> Description of Artifici.il Sequence: Synthetic 
pleurocidin-like pcptid'S 

Gly^Tyr^Trp Arg Phe Arg Asn His Arg Gly Glu Arg Leu Ser Gin Arg 
His Phe Ala 



<:210> 346 
<211> 23 
<212> PRT 

<213> Artificial Sequence 

<222> Description of Artificial Sequence: Synthet 
pleurocidin-like peptide 



Phe Gly Met Leu Phe His Arg val His His Ala Gly Arg Leu III 
1 5 10 1 

Arg Phe He Lys Arg His Gly 
20 
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<:210> 347 
<211> 32 
<212> PRT 

<213> Artificial Sequence 

<223> Description of ArtlficiaX Sequence: Synthetic 
pleurocidin-like peptide 

Ue'phf Gly Leu He Ala Thr Al. Val His Asn Ala Gly Arg Leu He 
X 5 10 * 

Hi. Arg Leu Leu Gly Ph^ His His Gly Pro Pro Gly Phe Trp His Gly 
20 25 



<210> 348 
<211> 32 
<212> PRT 

<213> Artificial Sequence 

<223> Description of Artifici&i Sequence: Synthetic 
pleurocidin-like peptid€ 



lie Phe Gly Leu He Ala Thr AJ.a Val His Asn Val Gly Arg Leu Val 

His Gly Leu Leu Gly Phe His Hxs Gly Pro Pro Gly Phe Trp Hi3 Gly 



20 



25 



<210> 349 
<2ll> 32 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
pleurocidin-like peptide 

<400> 349 

He Phe Gly Leu He Ala Thr Ala 
1 5 

His Gly Leu Leu Gly Phe His His 
20 



Sequence : Synthetic 



Val His Asn Val Gly Arg Leu Val 
10 15 

Gly Pro Pro Arg Phe Trp His Gly 
25 30 



<210> 350 
<:211> 34 
<212> PRT 

<213> Artificial Sequence 

^223> Description of Artificial Sequence; Synthetic 
pleurocidin-like pepti<ie 
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Arg Phe His .Xy Val His His Ala .ly Oly Gly Phe 
1 5 10 

Leu Asn Al. Gin Gly Leu Leu Pr., Ser Leu Leu Leu Asn Pro Gly Tyr 

Arg Gly 



20 25 30 



<210> 351 
<211> 22 
<212> PRT 

<213> Artificial Sequence 

<223> Description of Artificial Sequence: Synthetic 
pleuroci din-like peptide 

PrPhfciy Ala Leu L.u Lys G3 y Ala Gin Ala Leu. His Gly II. He 



1 5 

His Asn Ala Arg His Gly 
20 



<210> 352 
<2ll> 26 
<212> PRT 

<213> Artificial Sequence 



<223> Description of Artificial 
pleurocidin-like peptida 

<4 00> 352 

Gly Trp Lys Asp Trp Phe Arg Lys 
1 5 

Gly Gly Leu Ala Leu Asn His Tyr 
20 



Sequence: Synthetic 



Ala Lys Lys Val Gly Lys Thr Val 
10 ^5 



Leu Gly 
25 



<210> 353 
<211> 25 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial 
pleurocidin-iike peptide 

<400> 353 

Gly He Arg Lys Trp Phe Lys Lys 
1 5- 

Gly Lys Val Ala Leu Asn Ala Cys 

2b 



Sequence: Synthetic 



Ala Ala His Val Gly Lys Glu Val 
10 15 



Leu 
25 
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<210> 354 
<2ll> 26 
<2X2> PRT 

<213> Artificial Sequence 

<22?> Description of Artificial Sequence; Synthetic 
pleurocidin-like peptide 

<400> 354 . „ T Lys LyS Val 

Gly Leu Lys Lys Trp Phe Lys Ly.s Ala Val His Val Giy y 

1 5 

Gly Lys Val Ala Leu Asn Ala Tyc Leu Gly 
20 25 



<210> 355 
<211> 26 
<212> PRT 

<213> Artificial Sequence 

mil Description of Artificial Sequence: Synthetic 
pleurocidin-like peptid«! 

<400> 355 

Tw« Trp lie Lys lvs axs . 
5 



<400> 355 T « 1^1= THr- H-i<5 Val GiV LyS His He 

Gly Trp Arg Lys Trp lie Lys Lys Ala Thr Hxs Val Giy y 



Gly Lys Ala Ala Leu Asp Ala Tyr lie Gly 



20 



<210> 356 
<211> 26 
<2l2> PRT 

<213> Artificial Sequence 



<223> Description of Artificial Sequence; Synthetic 
pleurocidin-like peptide 



Z%l'ly^ ^y- ^'^^ .^^ ^ll •'"^ Ts 

1 ^ 
Gly Lys val Ala Leu Asn Ala Tyr Leu Gly 



20 



<:2X0> 357 
<211> 26 
<212> PRT 

<213> Artificial Sequence 



<223> Description of Artificial Sequence: Synthetic 
pleurocidin-like peptide 
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iTld'U Lys T.P Phe Lys Ly.. AXa Ala His val Gly Ly. Lys Val 

1 S 

Gly Lys Val Ala Leu Asn Ala Tyr Leu Gly 
20 25 



<210> 358 
<211> 2^ 
<212> PRT 

<213> Artificial Sequence 

S?3> Description of Artificial Sequence: Synthetic 
plenrocidin-like peptide 

Vrl"l.l'llu Arg Lys Trp Phe Ly, Lys Ala Thr Hi. Val Gly Lys His 

1 5 . 10 . 

val Gly Lys Ala Ala Leu Asp AJ.a Tyr Leu Gly 
20 



<210> 359 
<211> 23 
<212> PRT 

<213> Artificial Sequence 

<223> Description of Artificial Sequence: Synthetic 
pleurocidin-like peptide 



plf ^hf Gly Leu Leu Phe His aly He His His Ala Gly Lys Leu He 

1 S 



His Gly Leu lie His His Gly 
20 



<210> 360 
<211> 24 
<212> PRT 

<:213> Artificial Sequence 



<223^ Description of Artificial Sequence: Synthetic 
pleurocidin-like peptide 



^^u^Gly'Ln Trp Mat Gly Pro His He Ser Gly Ar, Lys Lys Ala Leu 

1 ^ 

Gin Met Asn Ser Glu Arg Arg Ser 
20 



<2a0> 361 
<211> 23 
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<212> PRT 

<213> Artificial Sequence 



^223> Description of Artificial Sequence. Synthetic 
pleurocidin-like peptide 

<400> 361 ^ His Val Gly Asn Leu He 

Phe Leu Gly Leu Leu Phe His Gl./ vax n^^ 



1 S 



His Gly Leu He His His Gly 

ao 



<210> 352 
<211> 26 
<212> PRT 

<213> Artificial Sequence 

"^^^^^ ' ^A^r. r.i^ A^rificiiwl sequence: Synthetic 

<223> Description of ArriXiciiwx ^^si 

pleurocidin-like peptide 
Z'ld'lr. .ys Trp Phe Lys Lys Ala .la His Val Gly I^V^ -y| Val 

1 5 

Gly Lys Val Ala Leu Asn Ala Tyr Leu Gly 
20 . 



